
logo MMSAVLTS IGDRKRLGAAI LLDAQSGYLLGTDNEDELQMRALERHSREVGGRSLADEVL IVDSMGMLVLGSEKRR IARQTAI EEDAHRLFGIPLVNELLHAKRMVQEPIDPPAKAVLKRASL ILRPPA
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
NTDB id 140092 TO73 RS00255 WP 003046848.1 MSVLSIGDKRLGAILLDSGLLTDEELQMALERHREVGGSLAEVLVDMGLLSERRIAQAIEDHFGIPLVELHKMEIPPKVKALLPA 85
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
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NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
NTDB id 140092 TO73 RS00255 WP 003046848.1 EKAKELQAIPFALDEEAGVVRVAFVNPLDTLALEEVEDLTGLVVEPYQATKSDFLYALAKNYPELGLPLPPP..PSGPGQEELKL 168
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..PSGEGQKDLKL 168
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NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
NTDB id 140092 TO73 RS00255 WP 003046848.1 GEVLVKKGLISRDVLEEALVEQERTGDLLGRILV.QKGLKEEDLYQALAEQKGLEFLPSTEGLTIDPAATSLLLRSDALRYSAVP 252
NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
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WEDERL IFEHRQRFAYPEQRKNGRLGEQVLVQEGKRTLSRDEAGQLKREALQEVQAKGRELGPRKVAKPLG
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
NTDB id 140092 TO73 RS00255 WP 003046848.1 VAIREGKVEVVLADPRHLEAVEELLGRPARFFLTLPKAWEDLFHRAYPEKGRLGEVLVQEGRLSREGLREALEVQKRLPKAKPLG 337
NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
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NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
NTDB id 140092 TO73 RS00255 WP 003046848.1 EILVELGLVRPEDVEEALKKQRQGGGRLEDTLIQSGKLKPEALAQAVATQLGYPYINPEENPPDPGAALLIPEDLARRYGVFPHH 422
NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
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NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQQSQEADLSVADES 502
NTDB id 140092 TO73 RS00255 WP 003046848.1 VEGKTLVLLMKDPRNILALDDVRLALKRKGLNYEVTPAVATEAAITKLIERFYGKEELGELAKELSKGYQ..QEEEAAIGELDES 505
NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQA..EEEVPSPLELDES 505
consensus **!**!!**!!!!!!**!!!!**!*********!* !!!**!**!**!!!!**!* ** ***!!***** ***** * **!!!



logo AI
A
V
Q
Q
K
V
FVDKSQI

V IREAAFYLQDASDIHVI ETPTREPQDNTADVKLQVRYLRVIDGTALREPQQYNSTSTFLPKGAALGNQAPQI
V
M
I
A
S
R
V
I
L
VKIMGHGLDNIAERKRVLPQDGRVRFYKRKEGASTID

NTDB id 1306 DR RS10060 WP 027479822.1 AIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSID 587
NTDB id 140092 TO73 RS00255 WP 003046848.1 AAQKFVKQVIREAYLQDASDIHVEPRPTDVLVRLRVDGTLRQYTTLPKGALGPVISVIKIMGGLNIAEKRLPQDGRVRYREGTID 590
NTDB id 1028 TT RS08215 WP 011173991.1 AAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAID 590
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NTDB id 1306 DR RS10060 WP 027479822.1 LDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTI 672
NTDB id 140092 TO73 RS00255 WP 003046848.1 LDLRLSTLPTVYGEKAVMRLLKKAADIPEIEQLGFAPGVFERFQEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTI 675
NTDB id 1028 TT RS08215 WP 011173991.1 VDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTI 675
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NTDB id 1306 DR RS10060 WP 027479822.1 EDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIE 757
NTDB id 140092 TO73 RS00255 WP 003046848.1 EDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVE 760
NTDB id 1028 TT RS08215 WP 011173991.1 EDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVE 760
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NTDB id 1306 DR RS10060 WP 027479822.1 NFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIG 842
NTDB id 140092 TO73 RS00255 WP 003046848.1 LFNISAALIGVLSQRLVRKICDHCKVEVKPDPEVLRRIGLSEKEIQGAKLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIV 845
NTDB id 1028 TT RS08215 WP 011173991.1 PFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIV 845
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logo AGRKPSAATE IRKDEVIALRGEQRSKGLMRKSTLRQEDGLI EYKALLQGLITTLEEVLAVRTAI SE
NTDB id 1306 DR RS10060 WP 027479822.1 AGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 140092 TO73 RS00255 WP 003046848.1 AGKSATEIKEIAR.QKGMKTLREDGIYKALLGITTLEEVLARTIE 889
NTDB id 1028 TT RS08215 WP 011173991.1 AGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
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