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INRVVLVGRLTRKDVPDELRYTSPSNGI

AASVAGTRTFSTLMVAVNRAQTFSTNAQNQSGDEREADF INCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I
LQTGRSNYEGNQ

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 140054 HR49 RS00180 WP 036121887.1 MINRVVLVGRLTKDPELRYTPNGIASTRFTVAVNRAFSNQQGEREADFINCVAWRKQAENLANFMRKGSLIGVEGRIQTGSYEGQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!! !*!**!*!!!!!!!!! !!**!!!*!!!**!!!!*!!*!!*!!**!!*!
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NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSG.........................FTSPQQTGNAPA 145
NTDB id 140054 HR49 RS00180 WP 036121887.1 DGKRVYTTDVVADSVQFLEPRNGSGAPA.....PQYGSGQTYGNNQPSYGGGQPQQQFGGAMPGQGSYGGGDAYQQNQPPMNQPN 165
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGG..GQYFGGGQNDNPFGGNQNNQR................RNQ 147
consensus *!*!!**!*!*******!!****** ******* ! ** ***** * *** * * * * **
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EDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 140054 HR49 RS00180 WP 036121887.1 YTRVDEDPFANSKGPIEVSEDDLPF 190
NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
consensus ** **!!!!! * *!**!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


