logo

NTDB id 1398 DSB67 RS00645 WP 029388870.1
NTDB id 140016 VABO27 RS20600 WP 080341942.1
NTDB id 1154 A1552VC RS20525 WP 001884047.1
consensus

logo

NTDB id 1398 DSB67 RS00645 WP 029388870.1
NTDB id 140016 VABO27 RS20600 WP 080341942.1
NTDB id 1154 A1552VC RS20525 WP 001884047.1
consensus

logo

NTDB id 1398 DSB67 RS00645 WP 029388870.1
NTDB id 140016 VABO27 RS20600 WP 080341942.1
NTDB id 1154 A1552VC RS20525 WP 001884047.1
consensus

logo

NTDB id 1398 DSB67 RS00645 WP 029388870.1
NTDB id 140016 VABO27 RS20600 WP 080341942.1
NTDB id 1154 A1552VC RS20525 WP 001884047.1
consensus

(P TITRS. 2 PLT G VTVGPS1S FASAMCDELHYADSILA LIALLRTTAGLLToE AL RLatoms

MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNSE
MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNSH

>k 5k 3k 3k 3k 3k >k 5k 5k 5k 3k 3k 5k %k >k 5k 3k 3k >k %k >k >k 5k 3k >k >k 5k >k >k 3k sk sk >k kok ok sk sk kkokokkkkokokokkk | Dok Poskskskskokokoksksk D skokok Dk |11 skokskkkk ok

|
FCV A QAN EHGYK Ax 1| PTL \ \ AVHQLA YORQF! QAR
|
NLVRW és géH\.T |¥R R \.K TlEESQAAQ(Ig 8 \.Kg RM.YTL DYBF \.SQQ\/QRLKXS gvv% A\.
PNLMRWEDSI®FDHINTP I ER¢MIAHORKMTEEES QA A T{EG{eMSeI MK BN AATIRIN Y TIENNDIRANQ QW QREFIMDHGEVIIHV G AR
MNPFGVCSACQAWLEHGYRCARCGLPTLTSPVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL
MAPFGVCSACQAWLEHGYRCARCGLPTLTHSSPVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL
] ] ] | |

seokokok Dok Dok Dok Dl DD D sk sk Dl b ook DD Do Dok DL Do LD Dok Dok Doskskoskoskosk D skskoskok |

e ATk

s

NNL LA 13 PAP  pySVP 'HWEARIARMRGFNQSks| ‘LA 8L AliIL © VIY 1Y FIRY  RNASIQIIGRINK AFIRINAN L[a[¢]A FEAL
AKLLATQINEPAPLLCSVPLHWRRRWIBRGFNQSDLLARELAN LN EYDHQLFARRRATPHQQGLSKAQRIHNLRDAFVL

AKLLATQINEPAPLLCSVPLHWRRRWMRGFNQSDLLARELAN LNVEYDHQLFARRRATPHQQGLSKAQRIHNLRDAFVL
kok DU Dokokokskok DD Dokokok DD Dok D hsk Dokosk DD DD D Dok D Dokok D Pokok Dokoskok Dokoskokok Dok Dokoskokokoskosk Dok Dokok D Dok Dok D Dk 1 1 x|

g

GAY |PHVAIVDDVVTTGST R[MLCBILLL VGV SIDIYCICRTPEIPER)NNN 241
NHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
NHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286

X non conserved
B similar
>50% conserved

110
153
153

190
233
233



