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NTDB id 139946 VAA049 RS11270 WP 080342503.1 ......................................MNQTKQHTLLGQCIAEFIGTGLLIFFGVGCVAALVLAGAQFG 42
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDK.PSALTVAQEQPVIISVVYPGQQIS 79
consensus *************************************** ! * * ! *!** * ****! * *** *! *! !
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NTDB id 139946 VAA049 RS11270 WP 080342503.1 QWEISIVWGFG.......VSIA...IYCTAGVSG...................AHINPAVTIALAAFHGFSSETKLILQN 93
NTDB id 1163 A1552VC RS18030 WP 000823678.1 DYWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHSSETKLILQN 159
consensus * * * *! ******** ****** * * ******************* ** * * ** *!!!!!!!!!!

logo ITTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAPKKPYSVLYFSEGYI SEARGDTF IQDMNAVHHFPLASSYYTKAT
NTDB id 139946 VAA049 RS11270 WP 080342503.1 ITTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAPKKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 173
NTDB id 1163 A1552VC RS18030 WP 000823678.1 ITTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAPKKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQSGYEATLNIVKNNPE IGF IYACATDVALGAAQALKELNRQDI LVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA
NTDB id 139946 VAA049 RS11270 WP 080342503.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 253
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EAIKWDLEGKSVPLVYSGDFEVVTKQDSAAR IAELKARAFRYSDR
NTDB id 139946 VAA049 RS11270 WP 080342503.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR 298
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR 364
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


