
logo MRAFLVL IGFVAGCMALQMTQRPALAPLVWQPALALLVGLLMALCLLALCMALRLVQRRGARLRPRVLWAVCPVFMALTVALASAAVACAGFGWSDWRAQQRLSVVLASPAWEG
NTDB id 139884 TK49 RS09715 WP 045786494.1 MRFVLIGFVAGCMALQMQPALAPLWQPLAVLMLCLLLCARVQR...RPVWACVFLTASAVAAGFGWSDWRAQQRLSVVLSPAWEG 82
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
consensus !! *!!!!!!!!!!!! !!!!!*!!! * * !!! *! * !*** ! ! ! *!!!!!!!!!!!!!!!!!! !!!!!

logo KDI IRATGI
VVAELPEQI

V
G
TEDATRFLFQR I ESSDNAAGDAVPPRVRLSWYGLMRSWHPAEARGQEREADETAAETVDRRAGIPDLQPGQRWKQLTLRLKRPH

NTDB id 139884 TK49 RS09715 WP 045786494.1 KDIIATGIVAELPQIGEDATRFLFQIESSNAADAVPPRVRLSWYGMRSWPAAGE.DTAEVDRRAGIPDLQPGQRWKLTLRLKRPH 166
NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
consensus !!! !!!*!!!!! * !!!!!!!! !!!! !*!!!!!!!!!!!!!*!!! * ! !!!!!!!!!!!!!!! !!!!!!!!!

logo

S
TLMNPGGFDGEYAMLADDNVRAATGYVRYTGKRATQRNAVALLMGEADAGGSGFVGLMRVERWRAAVRRHI

LLADALPEARYAPVIVALVVGDQSGIA
NTDB id 139884 TK49 RS09715 WP 045786494.1 TLMNPGGFDGEYAMLADNVRATGYVRTGKRTQNVALGEADG..GFGMRVERWRAAVRRHILDALPEARYAPVIVALVVGDQSGIA 249
NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
consensus *!!!!!!!!!!!!!!!! !!! !!! !!!! ! *!!!!***! !*!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!

logo

Q
R
A
EDWELRFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLARWLRTPLPLRMPATPQRAGAI

VAAMALAAFLAGYCLLAGMGVPAQR
NTDB id 139884 TK49 RS09715 WP 045786494.1 REDWELFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLARWLRTPLPLRMPTPRAGAIAAMLAALGYCLLAGMGVPAQR 334
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!*!!! !! *!!!!!!!!!!!!!

logo TLLMLASTVAVARLATDRSVPAVSLSLCWAAALVVALVVDPWAVMSAGFGWLSFGAVAVI F ILAAQR IAVALARDHAPRDDHAVERPREPAGWGPAVRAML
WRGSLVARGA

NTDB id 139884 TK49 RS09715 WP 045786494.1 TLLMLSTVAVARLTDRSVPASLSLCWAAAVVAVVDPWAVMSAGFWLSFGAVAVIFIAAQIALRHPR.HAEPEGWGARMLRSVAGA 418
NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
consensus !!!!! !!!!!!! !!!!! !!!!!!!!!*!!*!!!!!!!!!! !!!!!!!!!!!*!! ! **!** ***!* ! ! * !!

logo

A
TRVQLAVTFGLLPALTLLLFQQAVSVVSAAVANAGLAIPLVVSFVTTPLAL IMGTALPDEPLWASQPVLAI SWASEASTFARWLAMAPWLDEAWLVALQPGRGWASVW

NTDB id 139884 TK49 RS09715 WP 045786494.1 TRVQLAVTFGLLPATLLLFQQASVVSAAANGLAIPLVSFVTTPLALIGTALPDPLAQPVLASSEATFRWLAAWLEWVAQPRWAVW 503
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVW 510
consensus !!!!!!!!!!!! !!!!!!! !!!!! !!*!!!!*!!!!!!!!!!*!!!!!*! !!!! !!*! !! *!!* *! ! !!

logo VAPAVAPAWALWGSLAAVGVGVAPLLMLVPGAGHYRAWAWRAQGATMVLLLPML
VLARANPAVPAPPVGEFRLMVAFDIGQGAATVLVETAGRHQRLVLFDTGPRQY

NTDB id 139884 TK49 RS09715 WP 045786494.1 VAPVAPAWALSLAAGGVALMLVPGAHRAWAWRAQGTMLLLPMVLARNPVPAVGEFRLVAFDIGQGAAVLVETARHQVLFDTGPRY 588
NTDB id 1426 RS RS05575 WP 011001070.1 VAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQ 595
consensus !!! !!!!! !! !!*!*!!!!**!!!!!!!!! *!!!!!*!!! ! !**!!!!*!!!!!!!!!! !!!!! ! *!!!!!!!



logo GDLNADAAADRVITVPYLRAGHGVEQAI
LDTLVVSHAEDSDHAGGTETVI

M
A
N
A
GVPVRTMLASLPPQGTHGRLERDRQVARAHLGAIAEFPADGCVAGQARWAWDG

NTDB id 139884 TK49 RS09715 WP 045786494.1 GDNADAAARVITPYLRAHGVEALDTLVVSHADSDHAGGTETVINAVPVRTMLASLPQTHRLRDVARAHGAAFADCVAGQAWAWDG 673
NTDB id 1426 RS RS05575 WP 011001070.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDG 680
consensus !! !!!! !!! !!!!*!!! !*!!!!!!! !!!!!!!!!!!* *!!!!!!!!!!!* ! ! !!!*! *! !!!!! !!!!!

logo VADFE I LHYPLVQRVPASDDRAARVSSNAGRSCVLR IAGNAGRHYAALMLAGDI EGARAEQEAAL IVAKAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSA
NTDB id 139884 TK49 RS09715 WP 045786494.1 VDFEILHPLRVPADDARVSSNGRSCVLRIGNGRHAALLAGDIEAEQEAALVKAEAPERLMADILLVPHHGSKTSSSGAFLDAVSA 758
NTDB id 1426 RS RS05575 WP 011001070.1 VAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSA 765
consensus ! !!!!*!* !! ! ! !!!!*!!!!!!!*!*!*!!*!!!!! !!!!!* !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo QVAI
VFQVGYRNRYGHPHPQRVWQRYEGATRGI EGRLRTDARTGAVVI EQTDRGDAGLADI

VRTARSMRPRYWSSAHLEVAQATLAETATTDEAPNTDGALQP
NTDB id 139884 TK49 RS09715 WP 045786494.1 QVAIFQVGYRNRYGHPHPRVWQRYETRGIEGLRTDRTGAVVIQTDGDGLDIRTARSMRPRYWSSAHEVQTLATATDANDALP 840
NTDB id 1426 RS RS05575 WP 011001070.1 QVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!*!!!!!!!!!!!!!! !!!!! !!!! !!!! !!!!!! ! !!*! *!!!!!!!!!!!!!!*!! !! !** ! !

X non conserved

X similar

X ≥ 50% conserved


