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NTDB id 425 SGO RS10525 WP 012131081.1 MKNSS.NFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSESN 83
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKHLK.TFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 215 SPD RS10945 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 181 SPR RS10425 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 145 SP RS11450 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANR 82
NTDB id 139810 SI82 RS10135 WP 003100537.1 MSHFKNIYKLIWVL.....LAGFLGGFFAFIVINTFNQKTSTQETIISNPTKTSKVTYKNTTNTTKAVKVIQNAVVSVLNYQAVD 80
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGV...ISTLTFNWITGNKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQKTD 82
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NTDB id 425 SGO RS10525 WP 012131081.1 SDA......IFD..NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIP 160
NTDB id 539 SM12261 RS09395 WP 000681587.1 QNS......VFG..NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKIS 159
NTDB id 256 KZH43 RS10270 WP 000681597.1 QNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKIS 159
NTDB id 215 SPD RS10945 WP 000681597.1 QNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKIS 159
NTDB id 181 SPR RS10425 WP 000681597.1 QNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKIS 159
NTDB id 145 SP RS11450 WP 000681597.1 QNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKIS 159
NTDB id 139810 SI82 RS10135 WP 003100537.1 TNTSNPASQLFGQENDLKKDDGLALFSEGSGVIYKKDDKSAYLVTNNHVIDGAKRIEILLADGSKVVGKLVGSDTYSDLAVVKIS 165
NTDB id 381 SMU RS09890 WP 002262650.1 NSYYNYD...SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKIS 164
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NTDB id 425 SGO RS10525 WP 012131081.1 ADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQ 245
NTDB id 539 SM12261 RS09395 WP 000681587.1 SEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 256 KZH43 RS10270 WP 000681597.1 SEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 215 SPD RS10945 WP 000681597.1 SEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 181 SPR RS10425 WP 000681597.1 SEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 145 SP RS11450 WP 000681597.1 SEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 139810 SI82 RS10135 WP 003100537.1 ADKIKSIGEFADSTKINVGEVAIAIGSPLGSEYANSVTEGIVSSLSRTVTLKNEEGQTVSTNALQTDAAINPGNSGGPLINIEGQ 250
NTDB id 381 SMU RS09890 WP 002262650.1 SKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQ 249
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NTDB id 425 SGO RS10525 WP 012131081.1 VIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRSTQ 328
NTDB id 539 SM12261 RS09395 WP 000681587.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRSVQ 325
NTDB id 256 KZH43 RS10270 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQ 325
NTDB id 215 SPD RS10945 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQ 325
NTDB id 181 SPR RS10425 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQ 325
NTDB id 145 SP RS11450 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQ 325
NTDB id 139810 SI82 RS10135 WP 003100537.1 IIGINSSKISSGS...NGGAVEGMGFAIPSNDVLKIINQLEGKGEVIRPALGISMVNLGDLSTNAISQLKIPKDLTGGIVVASVK 332
NTDB id 381 SMU RS09890 WP 002262650.1 VIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLSTQ 334
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LQSEIALYGKNHKNSKIDNGEDEKSTIKLVITFYYRDEGNKGDKKEKQETDVTETS IQKLDTNKTSTSDKQGDLNSEHKSE
NTDB id 425 SGO RS10525 WP 012131081.1 TGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 139810 SI82 RS10135 WP 003100537.1 EGMPASGKLEQYDIITEINGKAVTTTSDLQSELYGHNIDDSIKITFYRGKDKKTDTIKLTKTTKDLEK. 400
NTDB id 381 SMU RS09890 WP 002262650.1 SGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
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