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:VAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSE

o HURUELDE SE ARWPENR RS EY ST AT

NUWNNACKLVE KINVE SFISG KRNIAWSA RNUSIFNIMAGENYFELVGESGSGKTT GRATI JSLMDES

. BVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSE
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