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NTDB id 139801 SI82 RS08645 WP 003102076.1 MINNVVLVGRMTKDAELRYTPSQVAVATFTLAVNRTFKSQSGEREADFINCVIWRQPAENLANWAKKGALIGITGRIQTRNYDNQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYENE 85
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NTDB id 139801 SI82 RS08645 WP 003102076.1 QGQRVYVTEVVADNFQMLESRATREGGSSN....SYN..........GGGFNNSSSNNNYSAPAQQ...TPNFGREESPF.GNSN 152
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......Q....SGFTSPQQTGNAPAANNTQADPFANNGQ 159
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQND....NPFGGNQNNQRRNQGNSFNDDPFANDGK 161
NTDB id 112 BSU 36310 NP 391512.2 EGVNVYVTEVLADTVRFMDPKPREKAAD......................................................... 113
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NTDB id 139801 SI82 RS08645 WP 003102076.1 PMDISDDDLPF 163
NTDB id 624 LCA RS00040 WP 011373726.1 AIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........... 113
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