
logo MLKI
LEHKLVTGGYLANIPVLKDVSTFSEVEADGQELVGL IGLNGAGKSTTINE I IGLLKTPYQGGKQI SA IDGLTLIDQEQNDMPAESYRKQKIGFYIPETPSL

NTDB id 139798 SI82 RS08200 WP 003101905.1 MLKIEHLTGGYLNIPVLKDVSFSVEDGQLVGLIGLNGAGKSTTINEIIGLLKPYQGKISIDGLTLDENMAEYRKKIGFIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!!*!**!!!!*!!!!!!!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!*!!!!!*****!*!!*!!!*!!!!!!!

logo YEELTLSREHLETI
V
A
LMAYDGI

LDVKTLEAGMAEVRAKDPKLYLEKSLYFRLTDDEKLDWYFPVTNQFSKGMKQKVMI ICAF I IVDNPSLF I LVDEPFLGLDPLAI SD
NTDB id 139798 SI82 RS08200 WP 003101905.1 YEELTLSEHLETIAMAYDIDVKLAMERAKPLLESYRLTDKLDWYPVNFSKGMKQKVMIICAFIIDPSLFILDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!!!!**!!!**!!***! !!***!***!!**!!!!*!**!!!!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!

logo L I SEYLLEASEEKVANKGKAS I LMSTHVLDSAEKMCDRFVI LHQHGQI
V
R
LAQGTI

L
D
EELRQETFAGQDDSTGSASLNDIYLMAQLTRKEGVELS

NTDB id 139798 SI82 RS08200 WP 003101905.1 LISYLESEKVKGKSILMSTHVLDSAEKMCDRFVILHQGQVRAQGTLEELRQEFAQTGASLNDIYLALTREV.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !!**!**!!**!!*!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!**!!!!*!****!!!!!!!**!!*****
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