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NTDB id 139786 SI82 RS06735 WP 003101333.1 MEEVGFKYSILASGSTGNSFYIETPKKKLLVDAGLTGKKVTSLLAEIDRSPEDLDAILITHEHSDHIKGVGVLARKYNLDIYANS 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus ! ! !!*!!!!!!!!*!!!!!*!!! !**!*!!!!*!!!** !*!!!!! **!*!!!!*!!!! !!!*!!!!!!!!! !!*!!!
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VFDELRDGKMTI
MTFGDI

LDI
VESFGVSHDAADQPQFYRFLMKDGKSFVI

MLTDTGYVSDRLMASDGLVI ENADAGYL I
NTDB id 139786 SI82 RS06735 WP 003101333.1 KTWQMIDHRQMLGKIDVAQKHVFERDKMMTFGDLDVESFGVSHDAADPQFYRFMKDGKSFVMLTDTGYVSDRLSGVIENADAYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!! *!** !*!!!!! !!!*!* ! *!!!!*!*!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!* *!!!!!*!!!

logo ESNHDI E I LRSGI
SYPWSLKQR I LSDKQGHLSNDEDGAAEATMI

VRSTLMGNKTKKI FYLGHLSKENNI
VKELAHMTMEKNAQLAMMQADLAPLVDGHSDQFKTI

V

NTDB id 139786 SI82 RS06735 WP 003101333.1 ESNHDIEILRSGSYPWSLKQRILSDQGHLSNEDGAAAMIRSMGNKTKKIFLGHLSKENNIKELAHMTMENQLAMADLPLGSQFTV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!!!!!!!! !!!!!!!!!!!! !!!!!*!!! !*!**!!!!!!!*!!!!!!!!!*!!!!!!!! ! ! !!!** * ! *

logo

F
YDTSPDTACLPLASDKI

NTDB id 139786 SI82 RS06735 WP 003101333.1 FDTSPDTACPLSDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus *!!!!!!!*!! !
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