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NTDB id 139781 SI82 RS05960 WP 003099993.1 MSPKTKQSQKINLLLFLLVLVGLFYLIDSKEGEENNPIRAFYQSVMGASNQTSQKESSNPDTPSYALASSVLTEKVKRQLGSKVE 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 152 SP RS09870 WP 001036779.1 MNKKT.RQTLIGLLVLLLLSTGSYYIKQMPS.APNSPKTN............LSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
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NTDB id 139781 SI82 RS05960 WP 003099993.1 WNGNGAFVINDNSTNLDAKVSSAPYAHNQTRLLSGKKLPTVANALLAKSTRQYRDRNETGNGYSYWKPAGWHQIHGLSGKYDHAV 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 221 SPD RS09380 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 187 SPR RS08930 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
NTDB id 152 SP RS09870 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAV 156
consensus !!!*!!!**!*!*!!!!!!!!!*!!!*!*!********!!!!!!!!*!*!!!!**!*!!!!!***!*!*!!!!***!*!*!*!!!
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NTDB id 139781 SI82 RS05960 WP 003099993.1 DRGHLLGYALVGGLKGFDASTSNSDNIATQLSWANQAMDSDSTGQNYYETKIRRALDKNKRVRYRVTLIYEAD.NILASGSHLEA 254
NTDB id 262 KZH43 RS08770 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 221 SPD RS09380 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 187 SPR RS08930 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
NTDB id 152 SP RS09870 WP 001036779.1 DRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEA 241
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logo KSDSDGSELEFNVFLVPNVQKGLEQVLDYQRTGQE I
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NTDB id 139781 SI82 RS05960 WP 003099993.1 KSDDGSLEFNVFVPNVQKGLEVDYQTGQITVSH 287
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 KSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!!*!!!!!*!!!!!!!!**!!*!!**!!**

X non conserved

X similar

X ≥ 50% conserved


