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NTDB id 139776 SI82 RS03270 WP 003100091.1 MSDNRSHLEEKYTWDLSTIFASDRDWEMELNVLVKQVEEAKKWAGHLVESASNLLTITEIELDLSRRIETVYVYAHMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!*!!!!!!!!!!*!!!!*! !!! ! ! * ! *!!!!**!! !!! !!* * ! !!*! *!!!!*!!!!!!!!!
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LYQEYQAKASANLYASKQFLSEAVFASFYFYEPEFMALDEADDKKFLAQEQFKLEKEQEPSGKLGNDLYDRHFYFDEKRLLAHNSKDKHVLSQAEAEEELLAAGAGQDE I FNGAPETDET

NTDB id 139776 SI82 RS03270 WP 003100091.1 AKYQEYQAKASALYAKFSEVFSFYEPEFMALEADKFQQFLKEESKLNDYRHFFDKLLHSKKHVLSQAEEELLAGAQEIFNGAEET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!! !! !! ! **!!!!!!!* ! ! !* ! ! !*!**!!* ! !!!!! !!!!!*! *!!!!* *!

logo FNS IVFLDNADI
V
I
LFPTWVMSDDGKQGDQEVVE I

LTHGNF I STLMESKDNRDKI
VRKQDGAYEAGLMYGSTYEQFQHTYAKQTLQGTNVVKVHQNFYKQAKRVHRHKYDNSARHA

NTDB id 139776 SI82 RS03270 WP 003100091.1 FSIFDNADVIFPTVMDDKGQEVEITHGNFISLMESKNRKVRQDAYEGLYSTYEQFQHTYAKTLQTNVKVQNFKARVHKYDSARHA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! * !!!!**!! ! ! ! !!*!!!!!!*!!!!! ! *! !!!**! !!!!!!!!!! !!! !!!*!* !*!**! !!!!!

logo ALMASANF IPESVYDSTLLETASVHNKHLPLLHRYLDKLRKQEKI
VLGLDNEQLKMYDVYTPLSAETDELTAS ILPTYDEEQAS ILEKKAEEKVLAS I FGDEEYASKGHVHAHA

NTDB id 139776 SI82 RS03270 WP 003100091.1 AMSANFIPESVYDTLLTAVHKHLPLLHRYLKLRQEILGLNQLKMYDVYTPLSATDLSIPYDQAIEKAEKVLSIFGDEYAKHVHHA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !* !!!!!!!!!!*!! !*!!!!!!!!!! !! *!!! !!!!!!!!!!! !* **!* * !!! !! !!!*!! !*!!*!

logo FATDERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLMFTLVHETGHSLHSTFTRQTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 139776 SI82 RS03270 WP 003100091.1 FADRWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDNLDNMFTLVHETGHSLHSTFTRQTQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus ! *!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo EATLLKNEVEKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGQI
VLTASDEFLMNKTLYADLNEKYYGNLKSAKEDNHYEF IQFYEWAER I

NTDB id 139776 SI82 RS03270 WP 003100091.1 EALLNEVEDDKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQNGQVLTSEFLNTLYADLNEKYYGLSKEDNHFIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! !!*!! *!*! !!!!!!!!!! ! !!!* !!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLAENKIVHGETEQEDI
K
E
N
A
RYLDTYLKAGNSSDYPLENVIAKKAGVDMTNETDTYLDNAEAFAKVFEDERLTVELEAKLVE

NTDB id 139776 SI82 RS03270 WP 003100091.1 PHFYYNYYVYQYATGFAAASYLANKIVHGEQEDINRYLDYLKAGNSDYPLNVIAKAGVDMTNETYLNEAFAVFEERLTELEKLVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!! !!!!! !! !! !!!!! !!!!! !! !!!!!!!! !! !! !!!*!! !!! !!!



logo KGAVHLS
NTDB id 139776 SI82 RS03270 WP 003100091.1 KGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !! !!*
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