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MA IDKSKF FV|4RDS] ASENJIDAPEINYYSYWKSVIJRQFFEY KST VMLIRILITIILMSFIYPMF [ DF{DVS|Y| NDF |$RY BJPN
MASIDKSKFQFVKRDDFASETIDAPHYSYWKSVMRQFFKKKSTRHVMLGILIMIILMSFIYPMFSKFDFNDVSKVNDFS RYVHPN
MASIDKSKFQFVKRDDFASETIDAPNYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLRYVHPN

MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLRYVHPN

R

g EABILA R

AQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIVLTYSLGAGFW
AQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIVLTYSLGAGEFW

L2 RN A L SR SR

NIRIFAJRE TGWIGIAYEY R Q |MRYRDLEYNLASNMLGTPTEIKIVEYKN IMPQLVSVIV MYSIMLLP ISBJEAFLS FGLGLP

NMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIV KNIMPQLVSVIVTMASQLLPGFISYEAFLSYFGLGLPVT
NMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRILGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFISYEAFLSYFGLGLPVT
NMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFISYEAFLSYFGLGLPVT

LBV

TPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHRjelels
TPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHRjelels
TPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
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K non conserved
B similar
>50% conserved
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