
logo MKKYIVLELRLTFLRSL ILS I LFLVVTTALTYVTIVI FYTLMVPSRNRL I FRQDPNYNKMIVATKTPADKSKDANYRENSTVI FYERLMGYI SDYYNDSTKELEQI
EKAESKS ILDSKS

NTDB id 139770 SI82 RS02360 WP 003100862.1 MKKYIVERLFRSLISILLVTTLTYVIVFTLVPSNLIFRQDPNYNKMVTTPDKKDNYRNSVFERMGYISYYNSKELEIKAEKIDSS 85
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
consensus !!!!!**!**!!!*!!**!!*!!!*!**!*!!**!!!!!!!!!!!***!*!*!*!!*!***!!*!!!*!!**!!!**!!***!*!
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NTDB id 139770 SI82 RS02360 WP 003100862.1 VTVEPTKKNETIYKKYIASLGRGWQLKQFKESKRFYATRQIPIYERVWNFFTRLVVIDHPWKIKDSKNPNLERYVRPEMDPAVGP 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
consensus !!**!!!*!***!*!!**!!!*!!*!*!!!*!!*!!!!!**!**!!!**!*!*!***!*****!!**!!!!*!!*!*!*!!!*!*
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NTDB id 139770 SI82 RS02360 WP 003100862.1 ALVGSGTKHKYLIYFNGQFPFVHQNIVKFDLGTSYPTYANIPVIQVITQGQGRSLSKEVKFPTGVTKSSPIDIYSRTYKSPRLMD 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKK.VSSVDIYSRTYKSPSQAD 254
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKK.ISSVDIYSRTYKSPSQAD 254
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKK.ISSVDIYSRTYKSPSQAD 254
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NTDB id 139770 SI82 RS02360 WP 003100862.1 ARDRANFGKDDAYSATRNNHAEPSMISNSFKIGIAGVLLSYLFGLPIGMLMSYYKDGLFDRFSTATTTFMLALPSIALVYIVRFI 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ARDRSYYGD.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLI 338
NTDB id 293 STER RS06925 WP 011681416.1 ARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLI 338
NTDB id 325 STU RS16125 WP 002946410.1 ARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLI 338
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NTDB id 139770 SI82 RS02360 WP 003100862.1 GSSVGLPDTFPLLGAGDPRSYVLPALILGILGTPGTVVWFRRYLVDLQGSDFVRFARAKGLTEAEISKHHLFKQAMVPIVNGIPQ 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPA 423
NTDB id 293 STER RS06925 WP 011681416.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
NTDB id 325 STU RS16125 WP 002946410.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
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NTDB id 139770 SI82 RS02360 WP 003100862.1 AIVSTIAGATLTETVFAFPGMGKMLIDAIKVANNSMVVGLVFIFAVLSIIALLVGDLLMTILDPRIKLSSKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
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