
logo MTHLNYKNIKGRSKETGATL IVVL I I LL IV I SVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLEL IVQMNPTTLTNITNVIGA
NTDB id 139674 TE32 RS01585 WP 000149374.1 MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTLTNITNVIGA 85
NTDB id 1065 ABD1 RS15735 WP 000149372.1 MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTLTNITNVIGA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVS IPTDAMADIPG
NTDB id 139674 TE32 RS01585 WP 000149374.1 ALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVSIPTDAMADIPG 170
NTDB id 1065 ABD1 RS15735 WP 000149372.1 ALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVSIPTDAMADIPG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SNLPRDINLSEGTQLPKSMLSTQR IRVITTAFLPAYASTSLENTLQFSDCLSTSSAKI SDNFDSALTDKQTLADCLANHNVPFSTQV
NTDB id 139674 TE32 RS01585 WP 000149374.1 SNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLETLQSDCLSTSSAKISDNFDSALTDKQTLADCLANHNVPFSTQV 255
NTDB id 1065 ABD1 RS15735 WP 000149372.1 SNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLENLQFDCLSTSSAKISDNFDSALTDKQTLADCLANHNVPFSTQV 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEFNYTNKLTE ITAPGS
NTDB id 139674 TE32 RS01585 WP 000149374.1 QEFNYTNKLTEITAPGS 272
NTDB id 1065 ABD1 RS15735 WP 000149372.1 QEFNYTNKLTEITAPGS 272
consensus !!!!!!!!!!!!!!!!!
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