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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 139635 PhaeoP80 RS09405 WP 076615015.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERREKTEWHSVAIFSEGLVRVAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG.....................APYDEGYGQS..QEA 128
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG.....................APYEEGYGQS..QEA 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGG..YSDNYA...QNNN 148
NTDB id 139635 PhaeoP80 RS09405 WP 076615015.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGIGGTLTMLDGRNEGGQGGGQGGGGSYGGGSGGGYGGGGGGYDSGQGGGNQGGG 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV..PA....................QQGS 137
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NTDB id 1131 NGFG RS05740 WP 003695064.1 YQRPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 YQRPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGG....NATRP....QPAQKP......AAQAEPPMDNFDDDIPF 180
NTDB id 139635 PhaeoP80 RS09405 WP 076615015.1 FGGGSQGGASH..........................NIDDDEIPF 179
NTDB id 1166 A1552VC RS00795 WP 000168289.1 WGQPQQPAKQHQPMQQSAPQQYS......QPQYNEPPMDFDDDIPF 177
consensus ** * * ** * * ** * * **** !!*!!!

X non conserved

X similar

X ≥ 50% conserved


