
logo

MA
M
A
M
S

A
G
R
M
G
S
L
VNKVI ILVIGRNLGNQRDPDEMVRSTYFMQPSNGDEGKAVACTNI

F
L
R
T
S
I
VATSESTWKRNDKRAMNTGQEQRKRVEVKRTEWHSNRVIAVTFILMF

Y
G
S
R
EGR
K
Q
L
V
A
R
E I
VAEGEQYLKRKGGSQKLVY

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 139548 PhaeoP74 RS06940 WP 102849048.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERREKTEWHSVAIFSEGLVRVAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG....................APYDEGYGQ..SQEAY 129
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG....................APYEEGYGQ..SQEAY 129
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYN.QGGYSDNY...AQNNNF 149
NTDB id 139548 PhaeoP74 RS06940 WP 102849048.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGIGGTLTMLDGRNEGGQGGGQGGGGSYGGGG.GGYGGGGGYDSGQGGGNQGGGF 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVP.....................AQQGSW 138
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QRPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QRPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGN....ATR..........PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 139548 PhaeoP74 RS06940 WP 102849048.1 GGGSQGGASH..........................NIDDDEIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 GQPQQPAKQHQ......PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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