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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 139541 PhaeoP71 RS08175 WP 102897063.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERREKTEWHSVAIFSEGLVRVAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAP...YE....EGYGQSQ...........EAYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAP...YD....EGYGQSQ...........EAYQRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGN......QGSGWNQAPAQTNYNQGGYSDNYAQNN 147
NTDB id 139541 PhaeoP71 RS08175 WP 102897063.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGIGGTLTMLDGRNDGGQGGGGGSYGGGSGGGYGGGGGGYDSGQGGG....NQGG 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN...................VP....AQQG 136
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NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPS.HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPS.HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NF.N....GGNATR....PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 139541 PhaeoP71 RS08175 WP 102897063.1 GF.GSGSQGGASH....................NIDDDEIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SW.GQPQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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