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NTDB id 1041 H0N27 RS14740 WP 005124713.1 ......MQY...SMRFW..KNKYFLLIMLCLG.VISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKN 68
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...........MSIRHFFT...FFWATLL..TLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPT....Q 60
NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKLLFLF..F...............................A....L 11
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCML...............................F....S 45
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCML...............................F....S 45
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCML...............................F....S 45
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCML...............................F....S 45
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ......MQ.....IK....TKIVTLFLSLCLPTLPLLAN.AEE.......TAPAAQ.......................V 34
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ......MQ.....IK....TKIVTLFLSLCLPTLPLLAN.AEE.......TAPAAQ.......................V 34
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ......................MKWMLTLCLLILAPMSW.AE........TKTKAD.......................K 26
NTDB id 1294 VP RS04495 WP 021449594.1 ......................MKWILTLCLVVFAPLSL.AA.........DTKAD.......................K 25
NTDB id 1362 HI 1008 AAC22669.1 .............MK....TL..FTSVVLCGALVVSSSF.AEE.......KATXQTAQS..........VVTTQAEAQVA 43
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .............MK....KLSRYTFSLLFG.LFSATTF.AEE.......KVTTSTEHT..........PVVMQQ.VAAT 43
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 FNDSTGQIHLNQANVNEFQQ.LKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL........... 136
NTDB id 1014 ACIAD RS13855 WP 004924483.1 QSGTGVKVNINSATAKELQQ.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI........... 128
NTDB id 1242 Cj0011c YP 002343483.1 TAFLFGAVNINTATLKELKS.LNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE.......... 79
NTDB id 1127 NGFG RS10560 WP 003703428.1 CAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1126 NGFG RS09375 WP 003703428.1 CAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1125 NGFG RS07215 WP 003703428.1 CAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1108 NGFG RS06525 WP 003703428.1 CAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1150 A1552VC RS08580 WP 001166105.1 EEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL........... 103
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 EEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL........... 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 YEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL........... 95
NTDB id 1294 VP RS04495 WP 021449594.1 YEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL........... 94
NTDB id 1362 HI 1008 AAC22669.1 PAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF........... 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 QKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.......... 113
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