
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKRKPSANSRLSAVSQPFLYGSFLMQKRTSGLGTLQQGEMI LSMRGTIREDL
NTDB id 139269 SB45 RS11790 WP 003152982.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGARKSASRLSAVSQPFLYGSFLMQRTSGLGTLQQGEMILSMRTIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!

logo FLTAYAAFYI
VAELTVDKRGTEEKKPNPYLFEFL I LESFLKQRLNDEGTDPDVITF IVQMKMLGVMGLYPELNHCVHCKSGQDEGTFHFS IVRDNG

NTDB id 139269 SB45 RS11790 WP 003152982.1 FLTAYAAFIAELTDKGTEEKKPNPYLFELILESFKRLNDGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSGEGTFHFSIRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!**!!! !*!!!!!!!!!!!!! !!!! ! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!*!!!!

logo F ICHRCFEKDPYR I
VP IKSPQTARLLRLFYYFDI

L
G
SRLGNSVSLKEQETKANE I

LKQVIDLYYEEYSGLYLKSKRFLDQMESMKHNLLMDGENKS
NTDB id 139269 SB45 RS11790 WP 003152982.1 FICHRCFEKDPYRVPISPQTARLLRLFYYFDIGRLGSVSLKQETKNEIKQVIDLYYEEYSGLYLKSKRFLDQMESMKNLLDENKS 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!* !!! !!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!* !!!!
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