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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVK 63
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVS 72
NTDB id 139178 PG1C RS04160 WP 202636145.1 MSLKIQRRRRGEANRILIVDDEADIRELIDLTLVRMGLEVDCAGSLVEARTMLASHRYQLCLTDMRLPDGTGLDLVRHVN 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQ 70
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVY 143
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTEN.ALENKLLIGRSLPIQQLR 151
NTDB id 139178 PG1C RS04160 WP 202636145.1 EVMADLPVAVMTAYGSTENAVAALKEGAFDYVTKPVSLDQLRGLVKLALELSGTE..SVSG.ANAEARLLGDSPAMQQVR 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..A.EE.APVDNRLLGESPPMRALR 146
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VNCAGAIPEKSTDNEL IMESEFLFGYHRVKRKGASFTGAAINTQTEEDKRDQGAFLAIFELQSAA
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAA 223
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSA 231
NTDB id 139178 PG1C RS04160 WP 202636145.1 ALIERVARSQAPVHITGESGSGKELAAQLIHQLGARRDRAFVPVNCGAIPENLMESEFFGYRRGAFTGANEDRDGFFQAA 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 NQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAA 226
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPL 303
NTDB id 1045 H0N27 RS16330 WP 168727019.1 HGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPL 311
NTDB id 139178 PG1C RS04160 WP 202636145.1 NGGTLFLDEVADLSLAMQVKLLRVIQEKRVRKVGATTEEDVDVRVICATHQDIKALVNEGRFRQDLFYRLNVIELRMPAL 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPL 306
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAP 383
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPL....R 387
NTDB id 139178 PG1C RS04160 WP 202636145.1 RECHEDIPLLATHILDRLAHAAGIRPPLLSLAALKELRTHPFPGNVRELENILERALALMDGSYIEAADLSLRSS....R 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA....P 382
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 INRALPLAHEN...........KVSVH..EIFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKV 448
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDT 467
NTDB id 139178 PG1C RS04160 WP 202636145.1 PEN......................ESTATTLQDKLDQVERQMILDALQEANNNRTAAARLLGVTFRSLRYRMARLGMNE 451
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GASQ................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID. 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETE.QEV 473
NTDB id 139178 PG1C RS04160 WP 202636145.1 ....... 451
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....... 445
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