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NTDB id 139173 PG1C RS01225 WP 202635638.1 MKQSLQLKVSQHLTLTPQLQQAIRLLQLSTLELNAEIDQALQENPLLERIESDQQSY............TSALDLPTPSSTTPEA 73
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
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NTDB id 139173 PG1C RS01225 WP 202635638.1 NE..........PFEEPAEFS...GGGEEGWGTEFSSSTGPRDPNDDDIDGGE..TQTASISLQEHLNTQLMMSPLSDRERMLTA 143
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLD....DFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVI 166
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NTDB id 139173 PG1C RS01225 WP 202635638.1 LLIESLNDDGYLVQSLDDLLELFPADETDHETLREELAGALRHVQNFDPSGVGARSAKECLTLQLKNLPPSPECQLALLIVENHL 228
NTDB id 1425 RS RS02020 WP 011000369.1 FLIESLDDEGYLTGSLDEILADLPAEL...EVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHL 247
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NTDB id 139173 PG1C RS01225 WP 202635638.1 DHLAAHDFARIKKSLRCSEDDLRIAQELICSLNPHPGSQFSALDVRYVIPDVTVRKVRKEWIVTLNNEAMPRLRINKLYADILRG 313
NTDB id 1425 RS RS02020 WP 011000369.1 ELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRS 332
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NTDB id 139173 PG1C RS01225 WP 202635638.1 AGNGAGSSTGLAAQLQEAKWLIKNVQQRFDTILRVSQAIVDRQRAFFDHGAVAMRPLVLREIAEAVNLHESTISRVTTQKYLASP 398
NTDB id 1425 RS RS02020 WP 011000369.1 SRGE.SGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATP 416
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NTDB id 139173 PG1C RS01225 WP 202635638.1 RGVYELKYFFGSHVATDSGGAASSTAIRALIKQLVSAEDGKKPLSDARLADILGEQGIVVARRTVAKYRELLHIPPVNLRKSL 481
NTDB id 1425 RS RS02020 WP 011000369.1 MGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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