
logo

MAM
S
A
R
M
G
S
M
F
I
V
LNQRKVMVI IL IVGNRLGTNQKRDVPDEMVLRTYMTSPASNGDGVEAAVGCAHNTI

L
V
FS
T
I
M
L
VATVNSERQSTFWKRNTDNAKQRAMQSTNGDQE I

Q
R
K
R
VEKVREA

T
D
E
Y
F
W
V
I
H
R
N
V
I
C
T
V
F
I
T
V
L
M

F
Y
W
G
RRKSTLQAE I

V
N
F
T
V
A
A
G
E
L
N
Q

F
Y
C
T
L
Q
R
KKGGSKQLAVGYI

L
V

NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 139006 SB48 RS00120 WP 014096622.1 ....MLNRVVLVGRLTKDPDLRYTPSGVAVATFTLAVNRTFTNQ.QGER..EADFINCVVWRKQAENVANYLKKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSG.......FTSPQQTGN 142
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLA....DTVRFMDPKPREKAAD.................................... 113
NTDB id 139006 SB48 RS00120 WP 014096622.1 DGRIQTRNYEAQDGRRVYVTEVVA....DSVQFLEPRSANQERGSS.....QNYGNNQGSAFPGYNQNQNQYQ....... 137
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQNDNPFGGNQNNQR 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS....GGAPYEEGYGQSQE...........AYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS....GGAPYDEGYGQSQE...........AYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.....DFGGNQGSGWNQAPAQTNYNQ..GGYSDNYAQNN 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.....GMPAQGGM...NVPAQ....Q..GSWGQPQQPAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 .........APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ..................................... 113
NTDB id 139006 SB48 RS00120 WP 014096622.1 ..........RNDSKPDEDPFSNDGQPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 .........RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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