
logo MLTKCEGIVLRTNDYGETNKI IVTLLTREHGKIGVLMARGAKKPNSRLSAI
VSQPFLYAGSFLFMQRKSTSGLGTLEQQGEMIELSMRGHIREDL

NTDB id 138978 SC10 RS13880 WP 020452240.1 MLTKCEGIVLRTNDYGETNKIITLLTREHGKIGVLARGAKKPNSRLSAISQPFLYASFLFRKSSGLGTLEQGEMIESMRHIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!*!!! !*!!!!!! !!!!! !!!*!!!!!

logo FLTAYAAYI
V
A
TEL IVDKRGTEEKKPNPFYLFEFL ILLEQSLMKRQRLDNDEGTDPDI

V IATFNI
L
I
V
E
Q
M
VKMLGSVMGLYPELDNEHCVHCKSKQDGTFHFS IVRDNG

NTDB id 138978 SC10 RS13880 WP 020452240.1 FLTAYAAYITELIDKGTEEKKPNPFLFELLLQSMRRLDDGTDPDIIANLIEVKMLSVMGLYPELDECVHCKSKDGTFHFSIRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!!* !!*!*!!!!!!!!!*!!! *! !** ! *!!!!!*! ** *!!! !!!!!!!! *!!!!!! !!!!!!!*!!!!

logo F ICHRCFAEKDPYR IP I
L
K
SPAQSTARLLRLFFYYFDLSRLGNVSLVKEQETKADELKQRVIDQLTYYDEEYSGI

LYLKSKRRFLMDEQMDENSMKHKLML
MGDEENKNKS

NTDB id 138978 SC10 RS13880 WP 020452240.1 FICHRCFAKDPYRIPLSPASARLLRLFFYFDLSRLGNVSVKQETKDELKRVIQTYYDEYSGIYLKSRRFMEQMDNMKKMLGDENK 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!!!!! !!!!!!!* ! *!!!!!!!*!!!!!!!!!!!*! !!! !!! !! !!*!!!!*!!!!*!!**!!* !!***!*
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