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NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYVSPA.. 75
NTDB id 1274 LPP RS09530 WP 011214168.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYVSPA.. 75
NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISECSSGKNGVRAD 85
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTSCTGGKNGIAAD 82
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTNCTGGKNGIAAD 82
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NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....ATPNVQSIAIGANGVITITYTAAAGGGTIIMTPTLQANGDVTWTCTGGTL.LAKYRPASCRP.... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 .....ATPNVASIAIGANGVITITYTAAAGGGTIVMTPTLQANGDVTWTCTGGTL.LAKYRPASCRP.... 136
NTDB id 1383 A4U84 RS08530 WP 005711781.1 KSDVPDAKYLKS.ISVASGVITVAGKGNIDGYGYTMTPK.FANNNITWATSCQGADISLFPANFCGQKATP 154
NTDB id 1354 HI 0299 AAC21963.1 IKT..AKGYVAS.VITQSGGITVKGNGTLANMEYILQAKGNAAAGVTWTTTCKGTDASLFPANFCGSVTK. 149
NTDB id 1365 NTHI RS01955 WP 011271973.1 ITT..AKGYVKS.VTTSNGAITVKGDGTLANMEYILQATGNAATGVTWTTTCKGTDASLFPANFCGSVTQ. 149
consensus * ** ! ** **!*!!* * * *** ****** *!** *!!**** * *********!*
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