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NTDB id 137425 BBG7 RS09815 WP 060662383.1 VGHIAWTLVALYVGYAVLGYVQSWMMANVTQRTAQRLRESISVKINKLPLKYFDKVSYGDVLSRITNDVDAIGQTLGQSLGSLIT 170
NTDB id 370 SMU RS04260 WP 002263294.1 IGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVA 148
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NTDB id 137425 BBG7 RS09815 WP 060662383.1 SVTLFVGALVMMFYNNVIMTLCAIGASLIGLIIMMAIMKSSQKYFARQQMALGDVNGHVEEMYAGHLIVKAYNGEADSIRRFEKY 255
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NTDB id 137425 BBG7 RS09815 WP 060662383.1 NSDLYESGWKSQFLSGLMMPLMNFVGNFGYVVVCVVGAALALDGQIEFGVIVAFMMYIRLFTQPLSQFAQAFQNLQRCAAAAERV 340
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NTDB id 137425 BBG7 RS09815 WP 060662383.1 FGFLEEPEMEDESGKQALLGKNYMGGHEVKGDVEFSHVQFGYEPGKPIINDFSASVSAGQKVAIVGPTGAGKTTMVNLLMRFYEI 425
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NTDB id 137425 BBG7 RS09815 WP 060662383.1 SGGSISIDGVDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKPGVTDKQIEDACKAVGLDHFIRSLPDGYDTVLDDKSSLS 510
NTDB id 370 SMU RS04260 WP 002263294.1 DRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLS 481
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