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MMNFFNFRC IHCRGNLHMIKAQKLNGSLCSGCQKQIKSCFQPYCAGYHPCLGASDEDLQYTYYALQVHCGQNCVLRKKQREPSFWDSKAMYVIAIYGRHFYEI EPLRSSI L IQHQRFKYFHQN
NTDB id 1247 GCO85 RS11680 WP 015961431.1 .................MKQLGSC.........CQYCAYPLSDD..TYLVCGQCVRKRPSFDSAYIAYRFEEPLRSLIHQFKYHN 57
NTDB id 1374 NTHI RS02640 WP 011272045.1 .MNFFNFRCIHCRGNLHIAKNGLCSGCQKQIKSFPYCGHCGAELQYYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIHRFKFQN 84
NTDB id 1348 HI 0434 AAC22093.1 MMNFFNFRCIHCRGNLHIAKNGLCSGCQKQIKSFPYCGHCGSELQYYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIQRFKFQN 85
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NTDB id 1247 GCO85 RS11680 WP 015961431.1 GLYLASFLKQLLLNALPK.....SALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQANLDGEQ 137
NTDB id 1374 NTHI RS02640 WP 011272045.1 QFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPNLSNIVKRVKHTYTQRGLSAKD 169
NTDB id 1348 HI 0434 AAC22093.1 QFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSQQLSRWLDIPNLNNIVKRVKHTYTQRGLSAKD 170
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NTDB id 1247 GCO85 RS11680 WP 015961431.1 RRKNLRHAFYVP....PVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
NTDB id 1374 NTHI RS02640 WP 011272045.1 RRQNLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA.... 228
NTDB id 1348 HI 0434 AAC22093.1 RRQNLKNAFSLAVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA.... 229
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