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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPAL..LGL.ACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPA 82
NTDB id 136989 Achr RS14160 WP 082045471.1 ....MLALAAGLLVLRFLPALPPWWLWSLLLLGGGGCL.ALRRY..............RPALFLLGLGWACLSAHWALEGRLPAE 66
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFG.WLLALAPVGLLLLPFRWR..............PLAFFLFGLVWACLNAQWALDDRLPVD 70
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NTDB id 1426 RS RS05575 WP 011001070.1 WEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLK 167
NTDB id 136989 Achr RS14160 WP 082045471.1 LDGRTLWLEGQVVGLPERVDGTLRFQVEGALS.RRAELPRRLRLAWHA....................GPEVRAGERWRLAVALK 130
NTDB id 1199 PSJM300 12650 AFN78592.1 LDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLK 134
consensus **!******!*! *!!** ** *!! ** ! * ***! !*!!*!** *!*** !*!!*!***!!

logo RPHRSSGMLMVNPGQSAGFDAGYEYAAWMLLADRDRVIRGAATGYTI
V
Y
K
T
AGKERAILAGRENSPALMGEADAGSGVGADLRSTASVDEGAGRWRADAGRVLRRQHRLQLAQTAVDELPAEAHRGYRAPGVAIVAALVMVGDAGQS

NTDB id 1426 RS RS05575 WP 011001070.1 RPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQS 252
NTDB id 136989 Achr RS14160 WP 082045471.1 RPRGLVNPQGFDAEAWLLARRIGATGTVKAGERLGSP............DTADGWRDGLRQRLQQVDA.HGRAGAIAALVMGDAS 202
NTDB id 1199 PSJM300 12650 AFN78592.1 RPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGS 206
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NTDB id 1426 RS RS05575 WP 011001070.1 GIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVP 337
NTDB id 136989 Achr RS14160 WP 082045471.1 GLSAADWHLLQDTGTVHLMVISGQHVALLAGLVYGLVALLARHGL.........WPRRLPWLPWACALALVAALGYGWLAGFGVP 278
NTDB id 1199 PSJM300 12650 AFN78592.1 GLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGI.........WPQRLPWLPWACGLAFAGALGYGWLAGFEVP 282
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NTDB id 1426 RS RS05575 WP 011001070.1 AQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGL 422
NTDB id 136989 Achr RS14160 WP 082045471.1 VQRACVMVAVVLLWRLRFRHLGFWLPLLLALVGVLLLEPLASLQPGFWLSFCAVAILALAFG.......GRLGAWSWRQTL.... 352
NTDB id 1199 PSJM300 12650 AFN78592.1 VRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWRAL.... 356
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NTDB id 1426 RS RS05575 WP 011001070.1 RGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPG 506
NTDB id 136989 Achr RS14160 WP 082045471.1 ...WRAQWTSALGLLPLLLVLGLPISLSGPLANLIAVPWVSLAVVPLALLGTLLLPLPVLGEGLLWMAGALLAALFWLLGEIAGA 434
NTDB id 1199 PSJM300 12650 AFN78592.1 ...LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGW 438
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NTDB id 1426 RS RS05575 WP 011001070.1 GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDT 591
NTDB id 136989 Achr RS14160 WP 082045471.1 VPAWLPHDVPFWAWLLATLGTVLILLPAGVP...LRALGLALLLPLAFPLGVRIPPGRADVWVLDVGQGLAVLLRTRGHVLLYDA 516
NTDB id 1199 PSJM300 12650 AFN78592.1 QPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDA 520
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NTDB id 1426 RS RS05575 WP 011001070.1 GPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRW 676
NTDB id 136989 Achr RS14160 WP 082045471.1 GPRFGDF.DLGERVVLPSLRALGISRLDALLLSHADGDHAGGALAVQRGLAPGEVVAGEV.......QALPAMLAAQPCT.SRDW 592
NTDB id 1199 PSJM300 12650 AFN78592.1 GPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEP.......ERLPAALDARSCRTGQRW 597
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NTDB id 1426 RS RS05575 WP 011001070.1 AWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLD 761
NTDB id 136989 Achr RS14160 WP 082045471.1 HWDDVRFATWQWA......SARDGNQASCVLLVEAGGERLLLTGDIDAAAERALLDSH..PEWRADWLLAPHHGSRSSSSRALLE 669
NTDB id 1199 PSJM300 12650 AFN78592.1 TWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLA 674
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NTDB id 1426 RS RS05575 WP 011001070.1 AVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 136989 Achr RS14160 WP 082045471.1 ALAPRAVLISRSWNNAFGHPHPEAVARYRNLPAALYDTARQGALQFRLGD..WGRAQGLREEPRFWREK................ 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................ 741
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