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NTDB id 136969 RY69 RS10065 WP 080790593.1 MPRGPMGRGGAVEKPQDFGKVMGKLVRFCRKYVPAIIIALVLGAAGTICQIIGPDKLKDMTNEITKGLPAVVHGKPVLNSIDMGA 85
NTDB id 370 SMU RS04260 WP 002263294.1 .............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK.........IDLDK 63
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NTDB id 136969 RY69 RS10065 WP 080790593.1 VARIGWLLVVLYVGYALLSYIQSWMMATVTQRTAQELRESISKKINKLPLSYFDKVSYGDVLSRITNDVDAIGQTLGQSLGSLIT 170
NTDB id 370 SMU RS04260 WP 002263294.1 IGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVA 148
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NTDB id 136969 RY69 RS10065 WP 080790593.1 SATLFVGALVMMFYNNWIMALCAIGSSIIGLIIMMVIMKASQKYFTRQQVALGDVNGHVEEMYAGHTIVKAYNGEADSIRRFERY 255
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NTDB id 136969 RY69 RS10065 WP 080790593.1 NADLYDSGWKSQFLSGLMMPLMNFVGNFGYVVVCVVGAALAMDGQIEFGVIVAFMMYIRLFTQPLSQFAQAFQNLQRCAAASERV 340
NTDB id 370 SMU RS04260 WP 002263294.1 NDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRV 318
consensus ! !* ! !!!!! !!*!!!!!*!*!!!!!!*!!*!!! *!* ! ! ! !!!!! !*!*!!!!* ! !!* *!! * !! !!

logo FEGFLDEEEPE I
M
A
EDENSGHKQVAKLQLGAQGLEHEKVEHGDNVENFDSHNVFRFEGYESAPDGKPTI IHNDFSAHSAVKSASGQKI

VAIVGPTGAGKTTI
MVNLLMRFYE I

V
A
D
G
RG

NTDB id 136969 RY69 RS10065 WP 080790593.1 FGFLEEPEMADESGKQALLGAQGHEVHGDVEFSHVRFEYEAGKPIINDFSASVSSGQKVAIVGPTGAGKTTMVNLLMRFYEIAGG 425
NTDB id 370 SMU RS04260 WP 002263294.1 FEFLDEEEIEDENHKVKQ....LEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
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NTDB id 136969 RY69 RS10065 WP 080790593.1 SIAIDGVDTKSVPRWNVHDQFSMVLQDTWIFNGTVRENIAYSKPGVTDEQIISACKAVGLHHYIMSLPNGYDTVLDENSSLSAGQ 510
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQ 484
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NTDB id 136969 RY69 RS10065 WP 080790593.1 KQLLTIARAMVQDAPILILDEATSSVDTRTEELIQKAMDALTVDRTSFVIAHRLSTIRDADMILVMNHGDVIERGTHEELLAAGG 595
NTDB id 370 SMU RS04260 WP 002263294.1 KQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENG 569
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