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NTDB id 136968 RY69 RS10060 WP 060618911.1 VYWIGAYLIEAA............ELTDKLTVFSNMVVFSSYSVQVIMSFLLMSMVFVLWPRADVSAQRVMEVLNTEPIVKNGTK 328
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NTDB id 136968 RY69 RS10060 WP 060618911.1 RAADIAKTGQTGTVEFRNVSFTYPDSREAMLQDINFKAEKGQTVAFIGSTGSGKSSLINLVPRFYDVSAGQVLVDGVDVRDYDMV 413
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NTDB id 136968 RY69 RS10060 WP 060618911.1 ALRDKIGYVPQRSVLFKGTVAGNISYGDKPGENDTVELADTSTPAGRKREALQLAADAANDGKLTDEQMSRVKAAADVAQASEFV 498
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NTDB id 136968 RY69 RS10060 WP 060618911.1 NRMDGGFDSLIAQGGSNVSGGQKQRLSIARAVYRHPEILFFDDSFSALDFKTDRAVRDALAEEAKDSTKLIVAQRIGTIMNADRI 583
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