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NTDB id 1169 A1552VC RS11075 WP 000648511.1 ........... MKATQTLPEKNMRMK NSNI

NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............ MKTIFPQEKNMRMKEMN S S(e;

NTDB id 1112 NGFG RS09215 WP 003689811.1  ...... MAKNGGFSLFIMAKKEKRIST RHSASDL

NTDB id 1113 AAA85695.1 219..1451(C ) ...... MAKNGGFSLFIKKEKRIAT RHSASDL

NTDB id 136949 SB85 RS18160 WP 043095005.1 MSATRSAVKKEPVARTTSQQVPIZV! R{& VI

NTDB id 1252 GC0O85 RS07730 WP 011213805.1  ............ MDKNIPP.LTH AQ

NTDB id 1198 PSJM300 03950 AFN76868.1  ............ MAQKINIKNSVIT QEAIN.

NTDB id 1016 ACIAD RS01680 WP 004920476.1  ........... MAAKKTQVMP VISA INGIIK B

NTDB id 1059 ABD1 RS01610 WP 000279215.1  ........... MAVKKQM PTIgA KV.
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 KIDEMEET jn:ieisy.usll

NTDB id 1402 DSB67 RS12670 WP 010643257.1 IADIT FTRQ ATM

NTDB id 1112 NGFG RS09215 WP 003689811.1 IADIT FTRQL TM

NTDB id 1113 AAA85695.1 219..1451( ) JUDIT FTRQL TM [AG PL QAFEIVARGHENPEM

NTDB id 136949 SB85 RS18160 WP 043095005.1 DIF RQ ATM K GVP V EI ABJGH)UN PRIM

NTDB id 1252 GC085 RS07730 WP 011213805.1 I\DIT F RQLATM l

NTDB id 1198 PSJM300 03950 AFN76868.1 WIDIEY FTRQ ATM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 IIDTI\ FTRQLATM KAGVPLVQAFEIVA GIRINPEM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IIDIT FTRQLATM KAGVPLVQ FEIVA GRXNPEM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 |MP ENIF AR ERN 650 () R Al KALYPV Q H

NTDB id 1402 DSB67 RS12670 WP 010643257.1 A

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK I\ |J4K KWNALWYPERIV D

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK D

NTDB id 136949 SB85 RS18160 WP 043095005.1 IL, VATYKE ERLKEKIKKALIYPERIV R

NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALBNYPIRAV E

NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK ERLKINKIKKA NYPpeAv E

NTDB id 1016 ACIAD RS01680 WP 004920476.1 N

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK EMLK[NKIKKA )J4YPLW§V K
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LWA

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 AT IDNK LEARSITET QRREDA IAR IRFAAGVPLVDEL STAGARGN

NTDB id 1113 AAA85695.1 219..1451( ) AT ﬁF KLEARSIIEI QRREDIA IAR IRFAAGVPLVDEL STAGARGN

NTDB id 136949 SB85 RS18160 WP 043095005.1 Il IR EPVY KISIP AMQ HG MDA R ARFSRTLA TFEAGVPLV AL AGATGNE

NTDB id 1252 GC085 RS07730 WP 011213805.1 lFA NESIL EJ3A Q TR0l ITFAAG PLV ALS AGATGN

NTDB id 1198 PSJM300 03950 AFN76868.1 l IDK QEVH TIRSIE ARF RTL TTFAAGVPLVDAL SWUAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKAWIAR SRTLATTFAAGVPL DALRSTAGATRNE

NTDB id 1059 ABD1 RS01610 WP 000279215.1 MKAMIAR SRTLATTFAAGVPL DAL STAGATNN
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1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

136949 SB85 RS18160 WP 043095005.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
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1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

136949 SB85 RS18160 WP 043095005.1
1252 GCO085 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
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