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NTDB id 136869 SB24 RS04570 WP 003155179.1 MCQKTHAPLESYEVNRSTIAVLPEEIDGKMGSKVIEKDCILYVSMKPIHIIDRSCRYFGSSYAGRKAGTYEAIKISHKPPIMVDP 85
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPPIMVDP 85
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NTDB id 136869 SB24 RS04570 WP 003155179.1 SNHIFLFPTLSSARPQCGWISHVHVKDFQPTAFDDTAVTFSNGKTMELEVSYHSFENQVYRTAYLRTTFQDRMGSHIPKRQEFML 170
NTDB id 78 BSU 10420 NP 388923.1 SNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDHRVPKRQEFML 170
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logo YPKEERTKRMIYDF I LRELGERY
NTDB id 136869 SB24 RS04570 WP 003155179.1 YPKEERTRMIYDFILRELGERY 192
NTDB id 78 BSU 10420 NP 388923.1 YPKEERTKMIYDFILRELGERY 192
consensus !!!!!!!*!!!!!!!!!!!!!!
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