
logo MLMHMHSYKMQRKAQRAGVGMLVLEVLVALLI LLA IGVLGFYTVALQLRAVMS
DASMSEASLNSQKVSLQALINLLVAMRDGLTAERNMIRATNPSQTAQTAQSQCYKPLTYFHVTRSEYGSANLYAT

NTDB id 136762 RU84 RS01560 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRSYSNYT 85
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRSYSNYT 85
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQ.CKLYHT.EGALA 79
consensus ******!**!!*!!!**!!!!!!*!!!!!!!!**!!!!!!**!!*!!*****!****!*!*!**!*!******************
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NTDB id 136762 RU84 RS01560 WP 002194578.1 SDT...PAPTSCFNSLCTA.SQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTNGTNTSVDVS 165
NTDB id 1067 ABD1 RS15745 WP 002194578.1 SDT...PAPTSCFNSLCTA.SQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTNGTNTSVDVS 165
NTDB id 1003 ACIAD RS15025 WP 004923832.1 KDTKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNFTNSDTC...... 158
consensus *!! *****!**!**!* ***!**!*******!!*!!!******!!**!!** ***!!!****!*!!!***!***!*******

logo SYCKMSGNGNSGSVYEVRNNTSTCLFML
MEAY

NTDB id 136762 RU84 RS01560 WP 002194578.1 SCMSNNGVYVNNSTCLMMEAY 186
NTDB id 1067 ABD1 RS15745 WP 002194578.1 SCMSNNGVYVNNSTCLMMEAY 186
NTDB id 1003 ACIAD RS15025 WP 004923832.1 .YKSGGSSYERNTTCLFLEAY 178
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