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LKVWYVLLVQHSLSVGSFKKLI IHDYFGDTNCETKALTQPQDRGLSADKWQSKSLGLHANHLKRLVENEVFHQTALPTQGQQAQFEKQML ILVAQQLVQRTQHTD

NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTLQGQQQFEKMLAQLQTHTD 85
NTDB id 136638 RR32 RS17185 WP 039249461.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGTCEKATQPDGLAKWSSLGLHANHLKRVNEFQTAQGQAQFEQLIQQVQQHTD 85
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTPQGQAQFEQLVQQVRQHTD 85
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTTQGQAQFEQLVQQVRQHTD 85
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 FIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLAHGIDEAAHQGSL 170
NTDB id 136638 RR32 RS17185 WP 039249461.1 FILTLDDSGYPTQLLPYTDHPPVIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAS 170
NTDB id 1043 H0N27 RS16615 WP 168727007.1 FILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAS 170
NTDB id 1073 ABD1 RS00865 WP 015451369.1 FILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAS 170
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AHHQRATIAVVTGTGLDLTCTYPSAGQNKAKLGKAQEYHIRLDAKQGNGAIVI STEFLPGTPPLQAQHFPRRNR IVSGLSLGVLVVEATLKSGSL ITANKAAEQ

NTDB id 1021 ACIAD RS00975 WP 004930462.1 VHHRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQ 255
NTDB id 136638 RR32 RS17185 WP 039249461.1 AHQRTIAVTGTGLDTTYPAQNKKLGEHILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQ 255
NTDB id 1043 H0N27 RS16615 WP 168727007.1 THQRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQ 255
NTDB id 1073 ABD1 RS00865 WP 015451369.1 AHQRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQ 255
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logo GKVTVFAIPGHIYSEFHQGCHQL IREGAI L IVDHPEQI I EDLALPTHQWHQSQSQTQASNSQGNTEANADDSEAGTKNTDNDTAPDELIRPDVEDHLLIPDLYQLSLDWQVGQ
NTDB id 1021 ACIAD RS00975 WP 004930462.1 GKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHWHSQSTASGEANADDSGKTDDADLPDDLLPLYQLLDWQGQ 340
NTDB id 136638 RR32 RS17185 WP 039249461.1 GKTVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTQWQSQQQSQNE.....ETNTNTPEIPVHLIDLYQSLDWVGQ 335
NTDB id 1043 H0N27 RS16615 WP 168727007.1 GKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTE.....ETNTNTPEIPEHLIDLYQSLDWVGQ 335
NTDB id 1073 ABD1 RS00865 WP 015451369.1 GKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTE.....EANTNTPEIREHLIDLYQSLDWVGQ 335
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