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NTDB id 136616 RR32 RS10060 WP 032047939.1 MIKNKNFRIQSIASHLRAQSGVIPTDYSGHSSSSYAQTKLRFREPHTRNMVSRLAARSGGVSTGYSEHSSSSCAWTKLRFVNPRS 85
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKN......................................KYIHIRSIASRLAARSS..................SARLTRAS 29
consensus !!!!*************************************** *! ! * !!!!!!! ****************** * * !

logo GFTLVELLVAIA I FAVLSLLGWKI FDYLLKVRDRNAEHEVHLFELQDAYQQI LRDSTLQI IPLSANQGGQLHPALE IDNQI LRFSK
NTDB id 136616 RR32 RS10060 WP 032047939.1 GFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDSLQIIPLSANQGGQLHPALEIDNQILRFSK 170
NTDB id 1076 ABD1 RS08075 WP 000594585.1 GFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSK 114
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AGVTDPLKLQGLSPFER I EYRYDADQKKLYRLKYTNLNTSNNREQPLSSTLLSQVDQYQIMVLTPQE I
VTKWPEVNIDPTKPNELKKL

NTDB id 136616 RR32 RS10060 WP 032047939.1 AGVTDPLKLGLSPFERIEYRYDADQKKLYRLKYTNLNTSNNEQPLSSTLLSQVDQYQIMVLTPQEITKWPEVNIDPTKPNELKKL 255
NTDB id 1076 ABD1 RS08075 WP 000594585.1 AGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKL 199
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo PKGIKIQLTVAGVNSYEWIYSLNQGSDNLSLSPQEQGGNS
NTDB id 136616 RR32 RS10060 WP 032047939.1 PKGIKIQLTVAGVSYEWIYSLNQSNLSLSPQGGS 289
NTDB id 1076 ABD1 RS08075 WP 000594585.1 PKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!!!!!!! !!!!!!!!! !!!!* ! !
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