
logo MLKKRSLS I EPFHYYWWQDRVF IAVAI I LA I LLHI
TF IVLL IHFAMPAPSEQSTKE IA I S IVRPTEDE I

V
I
VKHADFLAQADQQGSGATFRAEAH

NTDB id 136610 RR32 RS02450 WP 039246295.1 MLKKRSLSIEPFHYWWQDRVFIVAIILAILLHTFILLIHFAMPAPSEQSTKEIAISVRPTEEIVKHADFLAQADQQGSGTFRAAH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !!!!!!!!!!!!*!!!!!!!!! !!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!*!!!!***!!!!!!!!!!!!!!! !! !!

logo RMSSNSPATPMPSTDASTGEAQLDETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ
NTDB id 136610 RR32 RS02450 WP 039246295.1 RMSSNSPTPMPTDASTGEAQLDTLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !!!!!!! !!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVI LNAQGGIRAIRLLESSGHPVLDEAAKA
NTDB id 136610 RR32 RS02450 WP 039246295.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVRRGAPFGRFDANMKDI SELR I IVRTWRFDPAEAEFEVH
NTDB id 136610 RR32 RS02450 WP 039246295.1 SVRRGAPFGRFDANMKDISELRIVRTWRFDPAEAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!
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