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NTDB id 136560 EHS42 RS12295 WP 058952134.1 MKEILKHLVETTTLPEDSYLDQDAEILEIFVEEIEEIFVELDPLFEKWYAEPTHQETLLSIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
consensus !!!!!!*! ! !!!!!!! *!!!! !!!!*!!!!!!!!*! !! !! *** !! !!!!!!!!!!!!!!*!!!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 GETAWAVEDTLNRVISGAVPLTATVQKFAKTVFKLYQFKLYPTFKEMQKIDLDLRPLVLIGQQLQQNQSLEPALEELLQL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 SNHLNSNDVVTGLELSDIEVAESEPQVADVSEQDDQVHDVLEETLAIFIEEAEDHLATIDQFLNADETKVQDYNGLIRAL 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMA.ETVTGLELDYIEQDSLAEPII..QATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRAL 236
consensus !**! ** !!!!!! !! *** ** * ** !*!!! *!*!!!!*!!!!!*!!! * * !!*!!!!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 HTLRGSSSMAQIEHVFNASSKVENLFKTLVQEEIVSTSKEISLLTQYAEFVRDYLHVLGRG.TNEQLDVIYATFTTAWDN 319
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDA 316
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 YGFSIEDVADELN.PQGMVSKLIELNIDLLLDAEFEFDQRAKVEYPDYIQHLGEQAKQLLEFTNNRAAQGIHDFTSELYA 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YVEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKE 396
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 GYQALLEKPELLNVDYAYELFGQAHQEFIHLFDTLAAGQRVILTEEVHKVLNELMAFVQQDVE......STST......T 466
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SYEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIY 476
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 VIEPVAEAIVSGNTLQPSLDLAQISQQIASDHQYKQSNTANTDFDDDLLDIFLEEAEELLMGMDQDLNTWSKNGNDTAAL 546
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
consensus !!! *! * * *! ! ! * ! * !*!! ! ! !! !!!!!!!!!!!!!! !*! !!! ! !!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 NNLMRYLHTLKGGANMISAPFIGSIAHELESIYERVIRQQIATTPQLISIIRLVQDDVADRIQVIRTEKVDYPATATIKV 626
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 LHNIQSLVEGTTLTASASEPLVEAFVKAIEEA..QPLVQESLSNVDRTIEVETAAA.VESA..TAIEASSIVENTDVTVV 701
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNS......NFQPLPVVEAFDAESEVFSEQKVISEIII.DEIPVELEPALAELETHHDQVFDTAVTELATPVEMI 709
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 EQ.LDTPSLVQEEAASLLSIVEETFLEEAEEILATTDGLLKQWTEQRSDRSVLLQLQRAAHSLKGGARMAENEPVGAIAY 780
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAY 789
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 ELETTFEQFAVHNFSSNVYDPLLQTAFEWLKQAIFKRDFSNYDGLKNSLASIDYVDVIAQLPTRVTQIDLLNAVPSFEFV 860
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFI 869
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 QGDGTEPPAMLGEWKETTHLDGGNEMIRISADLVEKMIDLSGENAINRSRIEMDLGQLGNTLNEMELAIKRLADQLRRME 940
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRME 949
consensus !!!!!!!!*!*! ! ! *!! !!!!!*!!!!*!!!!!!!!!! !!!!!!!!!! ! *!! !!!!!! !!!!!!!!!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 GELESQIIAKHGSENSRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFNSTLAEKIRDAEGLLLQQSRIQAEIQESLMR 1020
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
consensus !!!!*!!!!!!! !*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!! ! !!!!!!!!!!!!!! !!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 TRLVPFSRMLPRLQRIVRQTASTLNRPTELVVHNTEGELDRTILERLVTPFEHMLRNAIDHGIEDAEQRSAAKKSVTGQI 1100
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRI 1109
consensus !!!!!!!!*!!!!!!!!!!! * !!!! !! !*!!!!!!!! !!!!!!!! !!!!!!!!!!!*!! !! ! !* !! !
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 ELNISRQGTDVIVSFKDDGKGIDESTIKAKALNLGLIKADQVLDKQEILQFIFHPGFSTAKEVTQISGRGVGLDVVQSEI 1180
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDI 1189
consensus !!!! !!!!!!*! ! !!! !!! ** !!! !!!!**! !* !*!!! !!!!! !!! !!!!!!!!!!!!!!!!*!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 KALGGHVTVESEIGFGTTFIIRVPTTVAVSDALMVKAGDQQYAIPLAQIDRIVRIAPTALDHYFHSKDDQFKIDGVSYKL 1260
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPL 1269
consensus ! !!!!!*!!! ! !!!! !!!!!!!!!!!!!!!! *!!!*!!!!!!!!!!*!* ! !**!!*!* * ! * !*!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 RYLSEFLSNQPIPRLSNIGHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPVGQQFASIGAIAGATILGDGHVCLILD 1340
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILD 1349
consensus !!!!!!* !!!!!!! * *!!!!!*!!*! !!!*!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!*!!!!!!
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NTDB id 136560 EHS42 RS12295 WP 058952134.1 GQNIARQILSTKRVTHAADHRDFGRHQDTRRLVMIVDDSVTVRKVTSRLLERQGFDIVTAKDGVDAMEQLESVKPDLMLL 1420
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLL 1429
consensus !!!!!!!! !! !* * ** !* ! !!!*!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!*!!!! *!!!!!!!
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MHQNYLMPI IMITSRTGEKHRERAFSLGVSTHQYMGKPFQEAEELLAENIDQAQLLAVAEFKEQGSEVKS

NTDB id 136560 EHS42 RS12295 WP 058952134.1 DIEMPRMDGFEVTNLVRHHEIHQNLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLANIQQLLAEKQG.... 1493
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!! !!!!!!**!! *!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!! !! !! ****
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