
logo

MKPAK
M
N
A
R
K
I
T
KKSTAI

K
TF IVCQQSNCGGYETNSPKW

Y
M
LGKRCPDGNCQGASWNSTSLMFVEEKMVI

T
E
A
K
V
K
P
A
A
E
P
R
V
A
D
K
S
NRAARAVASFLSTHGSEPVQTSTSVKQSTRKPQSMPRKI

L
P
T
A
Q
S
E
I
V
A
E
T
T
V
S
S
T
I
E
K
N
E
V
D
P
NRRVTRKCTGQE I

L
M
G
EEFDN

NTDB id 136222 GSUB RS14510 WP 144402040.1 MKPAKNRIKTIFVCQQCGGTSPKWLGRCPDCQAWNTLVEEKTAPARDSRA......PTSSSRPQRLPQVAVTKEDRRRCGIGEFD 79
NTDB id 125 BSU 00870 NP 387968.1 ....MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFN 81
NTDB id 279 KZH43 RS00140 WP 074017595.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 238 SPD RS00140 WP 074017595.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 204 SPR RS00140 WP 074017595.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 169 SP RS00155 WP 074017595.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 509 SM12261 RS00130 WP 078228442.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ....MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
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NTDB id 136222 GSUB RS14510 WP 144402040.1 QVLGGGIVAGSFILIGGDPGIGKSTLLLQAVSRLSEQ.GSALYVTAEESARQVKLRADRLGVSPRDVFLLAETSLEAILERVAEL 163
NTDB id 125 BSU 00870 NP 387968.1 RVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQEM 166
NTDB id 279 KZH43 RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 238 SPD RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 204 SPR RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 169 SP RS00155 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 509 SM12261 RS00130 WP 078228442.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVERI 162
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
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NTDB id 136222 GSUB RS14510 WP 144402040.1 KPAFLVIDSIQTIFTAALDSAPGSVSQVRECASRLMQVAKGDGIPTFLVGHVTKDGAIAGPRMLEHMVDTVLYFEGDPGHPYRIL 248
NTDB id 125 BSU 00870 NP 387968.1 NPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRIL 251
NTDB id 279 KZH43 RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 238 SPD RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 204 SPR RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 169 SP RS00155 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 509 SM12261 RS00130 WP 078228442.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
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NTDB id 136222 GSUB RS14510 WP 144402040.1 RAVKNRFGSTNEIGVFQMKDRGLAEVSNPSELFLSERPDGAAGSAVVPALEGSRPILVELQALVSTTSFGTPRRTTMGFDHNRVS 333
NTDB id 125 BSU 00870 NP 387968.1 RAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVS 336
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 238 SPD RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 204 SPR RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 169 SP RS00155 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 509 SM12261 RS00130 WP 078228442.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
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NTDB id 136222 GSUB RS14510 WP 144402040.1 LLVAVLDKKVGLSLPAQDIFLNVAGGVRLDEPAVDLGVMAALASSHLNRAIPQRTIVFGEVGLAGEVRAVSHPDLRVKEAARLGF 418
NTDB id 125 BSU 00870 NP 387968.1 LLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGF 421
NTDB id 279 KZH43 RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 238 SPD RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 204 SPR RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 169 SP RS00155 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 509 SM12261 RS00130 WP 078228442.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
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NTDB id 136222 GSUB RS14510 WP 144402040.1 NRCILPAGNLKNLEAPPGLRLMGVKSAEEMLEDIFTPEENEK 460
NTDB id 125 BSU 00870 NP 387968.1 KRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG..... 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 238 SPD RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 204 SPR RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 169 SP RS00155 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA...... 453
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