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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 136197 RO07 RS02375 WP 039407749.1 MSLATVSSRALTGVTARAVTVEVHLANGLPGLSLVGLPDTEVKESRERVRSALQNSRFEFPARRITINLAPADLPKASGC 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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LVI LIVAPLQHKNSQACNTGARSADNQEVAAS ILTVENSGKVDHNALTEQENRTKQHTVFKYCFGSTVAERSNQ
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIA.IRAREEGFKGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIP..AVLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIP..AVLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 136197 RO07 RS02375 WP 039407749.1 FDLPIALGILAASGQLPEAGLRKHEFAGELSLTGELRPIRGGLAMAGAIAAEPAGRALVLPLACASEAALVENATVYGAR 160
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLP..AALAANQVERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLP..AALAANKKQRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIP..AILAAQKSKRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIP..AVLAASKAKREIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPTKVNTRE....................EFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNI 217
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL........................LLNNYELDWSDIKGQQHAKNAMVIAACGGHSI 214
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL........................LLNNYELDWSDIKGQQHAKNAMVIAACGGHSI 214
NTDB id 136197 RO07 RS02375 WP 039407749.1 TLLDVCAHLAEPDVAVPLSRAIARKVADVRLSSSPGNDASNASDGSDERRNHQTPDMLDIRGQEPAKRALEVAAAGGHHI 240
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTL.SLFQSSPSV.......................QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNL 214
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQL.NLYQTPKKK.......................ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNL 214
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKL.PLATEIVKE...................SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNL 218
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQL.PIAQQLSQN...................IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNL 217
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISL 297
NTDB id 1271 LPP RS03220 WP 011213198.1 LLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISL 293
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISL 293
NTDB id 136197 RO07 RS02375 WP 039407749.1 LFYGPPGTGKSMLATRLAGLLPDLNPAHAVEVATLASLSPHG.FDMRQWGHRPFRAPHHTASAAALVGGGSTPRPGEISL 319
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISL 293
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISL 293
NTDB id 1349 HI 1117 AAC22771.1 LFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISL 297
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISL 296
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTSSSFEMQRYLNK 376
NTDB id 1271 LPP RS03220 WP 011213198.1 AHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAK 373
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAK 373
NTDB id 136197 RO07 RS02375 WP 039407749.1 AHRGVLFLDELPEFQRRVLEVLREPLELGHVTISRAGGQATFPAAFQLVAAMNPCPCGDLGQPSRSCRCTSEAVARYRNR 399
NTDB id 1153 A1552VC RS00115 WP 000521788.1 AHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGS..QARANPQSILRYLSR 371
NTDB id 1397 DSB67 RS15690 WP 005535577.1 AHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGN..QARTNPQAILRYLGR 371
NTDB id 1349 HI 1117 AAC22771.1 ATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGT..HNRTSPQQIMRYLNR 375
NTDB id 1387 A4U84 RS06900 WP 020457569.1 AHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGT..HNRTSPQQLMRYLNR 374
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LSGPLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLL 454
NTDB id 1271 LPP RS03220 WP 011213198.1 LSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQL 449
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQL 449
NTDB id 136197 RO07 RS02375 WP 039407749.1 LSGPLLDRIDLHVEVPAQHAETFAA..PVSGECSEVIAQRVRRARERQLSRQGQ....LNCGLASRALESTCALDVEARD 473
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAE 446
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAE 446
NTDB id 1349 HI 1117 AAC22771.1 LSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAF 450
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDAL 450
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 FLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 136197 RO07 RS02375 WP 039407749.1 VLHLAVNRHHWSARTYHRVLRVARTVADLAGSDMIGANHVAEAVQYREAPPA......... 525
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 FLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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