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NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN QPD GEQ BSGAVD 1563
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AQFNQKGGINNAF IDAEHALDPEYY ALWALG VN SQPD GEQ BSGAVD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIUQ[NNGG[NEAF IDAEHALDPYY A[NYL GVN SQPD RSGAVD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT SQPD 140
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