
logo MKI F IHLPTWLGDATVMASPALYATIKEHFKDNAQF I LYGSFLVSTALFKEFPNSKI I I ENKLQSRYKQALSLRKELGKIDLSFATFRSAF
NTDB id 136151 PJ17 RS05870 WP 042635877.1 MKIFIHLPTWLGDAVMASPALYAIKEHFKNAQFILYGSLVSTALFKEFPNSKIIIENKQSRYKQALSLRKELGKIDLSFTFRSAF 85
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFAFRSAF 85
consensus !!!!!!!!!!!!! !!!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!

logo SSKI I LHI LKTKQRYFFDKNKHYKEEHQVLKYLYF I ENASLS IKAHFKDLKLPFKLKFQNPL IVLKRNGKKI LGLNPGASFGSAKRWDA
NTDB id 136151 PJ17 RS05870 WP 042635877.1 SSKIILHILKTKQRYFFDKNKHKEEHQVLKYLYFIENALSIKAHFKDLKLPFKLKFQNPLVLKNGKKILGLNPGASFGSAKRWDA 170
NTDB id 1241 Cj1148 YP 002344539.1 SSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGASFGSAKRWDA 170
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!

logo SYFAKVALNFSQSHDE I L I FGAGKAEQELCNE IYQI LKEQNIKVKNLCNKTTIKTLCQNIAFCDLF ITNDSGPMHI
LSAVYKVKTVA

NTDB id 136151 PJ17 RS05870 WP 042635877.1 SYFAKVALNFSQSHEILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHISAVYKVKTVA 255
NTDB id 1241 Cj1148 YP 002344539.1 SYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHLSAVYKVKTVA 255
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo I FGPTKFTQTSPWQNENAI
KLVHLDLACMPCMQKTCPLKHHKCMKDLKPEQKRVI EEQAKRNLLKNSHLR

NTDB id 136151 PJ17 RS05870 WP 042635877.1 IFGPTKFTQTSPWQNENAILVHLDLACMPCMQKTCPLKHHKCMKDLKPQRVIEEARNLLKNSHR 319
NTDB id 1241 Cj1148 YP 002344539.1 IFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! !*!!!!!!!
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