
logo

MDKNEHTVGSKYIKMKQQGPMGRGPTEGMGTGKK
M
A
ENDKFKKRKSLNLRSQLMALPSYI

LKAGYAKAPLMF
I
G
I LASMVI

V
F
L
A
T
I
L
A
V
G
SSTVFINTVIGPDKRLKSDE I

M
A
T
D
N
L
T
I
M
Q
T

NTDB id 135593 RE92 RS00095 WP 040101333.1 MDKNEHTVGSKYIKMKQQGPMGRGPTEGMGTGKKANDFRKNLRQLLSYIKAYAPMIILSMVLALAGSVFNVIGPDKLSDIANLIQ 85
NTDB id 370 SMU RS04260 WP 002263294.1 .................................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMT 52
consensus ********************************* ! * ! !* *!*!*! ** ! ** * ! !!!!!*! ** *

logo

E
KGI

L
A
V
G
T
G
KIDI

L
D
N
A
KIGQEKIAVLTVLAVLVLYFGALGAL ILFVNSYFTAQGSF ITVSVTLVI

SQKRFLSTKQKRLMRNTAE I
L
A
S
D
QKINHKMVPLKYFDASHTSQYGDNTVLSRVTNDVDLTI

M
G
TQ

NTDB id 135593 RE92 RS00095 WP 040101333.1 EGIVTGIDINAIQKIVLVLVVLYGLGLIFNYFQGFITVTVSQRLTKKMRTELSQKINHMPLKYFDATSYGNVLSRVTNDVDTIGQ 170
NTDB id 370 SMU RS04260 WP 002263294.1 KGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQ 137
consensus !* !!* ! ! ! ! *!! ! * ! !! !* !* * **! * !!!**!!!!!! *! ! !!!!!!!!! * !

logo

S
T
F
LNNQSLGVSTLMVASAI

L
A
I
L
T
F
L
I
VGAS ILFIMMI

L
K
YTNGWAI LMATAITAGI LVASTVFLAIGFSVLMSTVIMAKHKSQKPLYFKVAKQQAENLAGDQI

V
N
SGHYI

VEETVYASGHNVVKSSVYNAG
NTDB id 135593 RE92 RS00095 WP 040101333.1 TLNNSLGTLVSALATFVGALIMMLYTNWIMTITGIVATLIGFSLMTVIMKHSQKYFVAQQAELGQINGHIEETYAGHNVVKVYNG 255
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNA 222
consensus * !*!! **! !* *! * !!* !! * !*!* !! ! !!!! *!!* ! !!! !* * !**!! ! !!!!! !!*

logo

E
I
K
Q
A
Q
A
SKEKQVFEHGNI

LNDGQRLFYATNSAMWKSQFFMSGI
LMMPLVMMQF IGNFGYVAMVC IVGALTLMAVI

N
N
Q
G
H
D
VITI

MGTIVAFMTVYI
VR I

LFTQP I
L
A
SQI

LAQAGAITNQ
NTDB id 135593 RE92 RS00095 WP 040101333.1 EKAAKEVFHGINGRLYTNAWKSQFMSGLMMPVMMFIGNFGYVAVCIVGALLVNQHVITIGTIVAFMVYIRLFTQPLSQLAQAATN 340
NTDB id 370 SMU RS04260 WP 002263294.1 IQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQ 307
consensus ! !* *! !* !!!!! !!*!!!*! !!!!!!!! !!!!!! * ** !!*!!!!!!! !*!*!!!!* !*!!* !*

logo LQSAANAAMSEGRVFEFLDEEE I
L
E
KDENSDHKTVKMKQLDEKNAVEKGDNVENFDKHNVFRFGYNSEPDHKMTI IHKDFSAMHKAEKAGQKI

VAIVGPTGAGKTTI
LVNLLMR

NTDB id 135593 RE92 RS00095 WP 040101333.1 LQSAAAASERVFEFLDEEELKDESDKTMKLDNAKGDVEFKHVRFGYNEDHMIIKDFSMKAEAGQKVAIVGPTGAGKTTLVNLLMR 425
NTDB id 370 SMU RS04260 WP 002263294.1 LQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMR 392
consensus !!!! !! !!!!!!!!!!* !! *! !* ! ! ! *! !!! *!* !!*!!! *! !!!!*!!!!!!!!!!!!*!!!!!!

logo FYELVDNGRGEMI SYIDGTVNP IHSDQLMTREKENVHDKALFACMVLQDTWLFEGTI
V
K
RENI

L
I
V
F
Y
N
SQDKHI

VTDEQVEIAAACKRAVGLVHHSF ILKTLPKQGYDTVLDDKS
NTDB id 135593 RE92 RS00095 WP 040101333.1 FYELNGGEIYIDGTPISQLTRENVHKLFCMVLQDTWLFEGTIRENIVFSQDHVTDEQVEAACRAVGLHSFLKTLPQGYDTVLDDK 510
NTDB id 370 SMU RS04260 WP 002263294.1 FYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDS 477
consensus !!!* ! ! !!! *!* *!! !! !*!!!!!!!!!!!!**!!*** ! !*!!!!! !!**!!!*!*!*!!!! !!!!!!!!

logo

A
V
I
TLSAVGQKQL ILTIARALMI

L
E
KDAPLML I LDEATSSVDTRTEELL IQQRAMDHRLMTEVGKRTSFVIAHRLSTIKRNADL I LVMKRDGNI I EQTGNSHDG

NTDB id 135593 RE92 RS00095 WP 040101333.1 AILSAGQKQLITIARAMIEDAPMLILDEATSSVDTRTELLIQQAMDRLTVGKTSFVIAHRLSTIKNADLILVMKDGNIIETGNHG 595
NTDB id 370 SMU RS04260 WP 002263294.1 VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHD 562
consensus !! !!!!!*!!!!!** !!!*!!!!!!!!!!!!!!! !!! !!!*! !*!!!!!!!!!!!!*!!!!!!!!*!!!!!! ! !



logo

E
QLLMAGEKGNGFYADLYNSQFETENAESVA

NTDB id 135593 RE92 RS00095 WP 040101333.1 ELLGKGGFYADLYNSQFENAS. 616
NTDB id 370 SMU RS04260 WP 002263294.1 QLMAENGFYADLYNSQFTEEVA 584
consensus !** !!!!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


