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NTDB id 1203 PSJM300 01605 AFN76401.1 315
NTDB id 1019 ACIAD RS04205 WP 004922051.1 316
NTDB id 134345 RG27 RS05795 WP 071986503.1 311
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 MUGGGRVAMHEIM WPAIRNLIRENK 314
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NTDB id 1283 ACE17W RS02630 WP 010947729.1 BUNGGRVAAIRETM [eNeATRNLIRENK 314
NTDB id 1259 GC085 RS10305 WP 010947729.1 BUYNGGRVAAMETIM [eN¢A TRNLIREDNK 314
NTDB id 1202 PSJM300 01600 AFN76400.1 MUGGGRVAAHEIMI WPAIRNLIREMK AQMYSBIIQTG 314
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IGGGRVAAHEIMI WPATIRNLIREWNK AQMYSE\IQTG 314
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BNGGGRVAAHEIMI MPATIRNLIREMK AQMYSBIIQTG 314
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BIUGGGRVAAHEIMI MPATIRNLIRENK AQMYSE\IQTG 314
NTDB id 1060 ABD1 RS04380 WP 000355489.1 BIYGGGRVAAHEIMI MPATIRNLIRENK AQMYSENIQTG 314
NTDB id 1040 HON27 RS13360 WP 000355489.1 MUGGGRVAAHEIMI WPATIRNLIRENK AQMYSE\IQTG 314
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