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NTDB id 134121 BG06 RS14610 WP 000225367.1 .................MVAGKQLLLEELSSDLRRELSDL.KKKGEVICVQGVIKKVSKYICQRCGNIEQRLFASFLCKRCSKVC 67
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELS..FSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNK 81
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