
logo

MNVPVEK
MNMSDSFKASKMELMQQRQTLHRSRHLLRTATELTRSCFPSDQEYKMI

L
D
EWHLEI EKKNGLYI

V
N
T
A
R
E
T
N
P
A
S I ES IRKNAKNRGRFYRTCCNRCGQVSTDHKQRYFASFHSYHPCESVCSGQKDNCKLVY

NTDB id 134069 QR42 RS16065 WP 144246074.1 ......MNMDKAMELMRQLHSRHLLTAETRCPQYKLDWLEEKGLVNRTPAIERKANGFTCCRCGVSHKRYFAHSPCEVCQKDCVY 79
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VMMGKRAVSTECEGVFPLYESWKTEGEPNQEI SVENTWKYRSAI EKLTWDQGEKLSKSGQKQKRAASENRVLMI EAIKSKNKEFDELL IVWAVCGAGKTEMVLFHPGI ESYALNQGLM

NTDB id 134069 QR42 RS16065 WP 144246074.1 CRSCIMMGKATECGFLYEWTGPQIVETYRAELTWQGELSKGQKRASERMIEAIKNKFDLLVWAVCGAGKTEVLFHGIEYALNQGM 164
NTDB id 108 BSU 35470 NP 391427.1 CRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGL 168
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consensus !!!!!!!!!!!!!! !!!* !!!! ! !!!!! * * !!*! !!!!!*!!! ! !!*!*!!!!!!!!! ! !!!!! !!

logo

M
R
K
RKNGGSTVLR I

VYLSATPPSKEKLMKTRKAVLSNSGKQLEHAS IVKR IPALRFHHKRKQPLPEVPRTFHVWCIGHNWKKKLKNKRNKQI
LPPRAKVKMNRWI

M
E
Q
F
RHI

V
E
K
E
N
G
KRPRVFLLFVP

NTDB id 134069 QR42 RS16065 WP 144246074.1 MRKNGGVRIYLSATPSKKMTRKVSSGKLEAIKIPLRFHKQPLPVPTFHWIGHWKKKLKKNQLPRKVMNWMQRHIENKRRVLLFVP 334
NTDB id 108 BSU 35470 NP 391427.1 RKKN.STLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVP 337
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NTDB id 134069 QR42 RS16065 WP 144246074.1 SIATMKKVTKILREHSLNVEGVSADDPDRKQKVQHFRDYVYDVLVTTTILERGVTIPNVQVGVLGSESTIFTESALVQISGRVGR 419
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