
logo MLALSKMRWE I
Y
E
Q
H
RPDSEQDEKVKSLSTENQLHNI STAPLTVASLLVKRGFLDEETAVEESARLSFLFHDTKQDKADEFHYDPFELLMKGMKEAAVDER IKNKQAI ESEQQEKS IMVI

NTDB id 134057 QR42 RS12165 WP 039180306.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQESIVI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !! !*!
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NTDB id 134057 QR42 RS12165 WP 039180306.1 FGDYDADGVTSTSVLLHTLKERSAIVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEIGLDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus *!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*!!!*!!!!!!

logo EPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGELPDVEQLLDLAAIGTIADLVPLHDENRLWI
LAKTKLGLEMQRLRQRSTNRLPG

NTDB id 134057 QR42 RS12165 WP 039180306.1 EPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGELPVQLLDLAAIGTIADLVPLHDENRWLAKKGLMQLRQSNRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! *! !! !! *!!*!
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NTDB id 134057 QR42 RS12165 WP 039180306.1 LKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKERQKIVSTITEEAIQMVEEAG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!!!!*!! *!*!!! !!! !
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MAKGSARS IPRGFDNLFEFHSLSEKCRDI LPHFGGHPMAAGMTLKRADE
NTDB id 134057 QR42 RS12165 WP 039180306.1 DDQSAIVVAKAGWNPGVVGIVASKLTDTFSRPAIVLGIDEETQMAKGSARSIPGFDLFFHLSKCRDILPHFGGHPMAAGMTLRAD 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus !!*!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!! *!!!!!!!!*!! !! *!! !!!!!!!!!!!!!!!!!!!*!*
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NTDB id 134057 QR42 RS12165 WP 039180306.1 DVALLRERLNQYANETLTEEDFIPIQRVDAVCKVDELTVQAIEEAGMLSPFGMSNPKPFIMIEDAKLEDIRTIGANHNHIKMSLK 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!* !! !!! ! !!!!!!!!!*! !! !! !***!! ! ! !!!!!!! !!!!****! ! !!!*! !!!!* !*!!***
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NTDB id 134057 QR42 RS12165 WP 039180306.1 DEDKLLDCVGFHQGKLKEEIVPGSRISVIGEMSVNEWNNRKKPQLMLKDARVDEWQLFDLRGKKDWEKKVSTLDSEKSLVVCFDE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus ! !!!!!!* ! ! ! !!!!!!!!**!!!!*!!!!!!!!!!!!*!!! ! !!!!!!!!!!* !! !! !*! ! *!*! !
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NTDB id 134057 QR42 RS12165 WP 039180306.1 ATKQNVDI.....PIHH.VHAENVSTFDVHGKYVVFADVPADDQLLKQVLENQKPARIYTVFQREEDHFMSSFPSRDQFKWFYGF 674
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus * * *******!** * ** !!**! !*! !*!* *! *!! ! !!! *! *!!!!*!*!! !!*!!!*!*!

logo LFLKRGASFDP I
VKEKHQGMSELAKHKRGWSTKVDETI INFMTKVFFDELGFVKI ENGVLS IVVLSDGAKPKKRDLTADSAQSTYQTAKQQRLMELDQKTLNTYSSAEKEL

NTDB id 134057 QR42 RS12165 WP 039180306.1 LFKRGSFPIKEQGMELAKHRGWTKDTIIFMTKVFFELGFVKIENGVLSIVLDAPKKDLTASASYTAKQRLMELDQTLTYSSAKEL 759
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus ! !!! !**! *! !!!!!*!!* *!! !!!!!!!*!!!!!!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!

logo KEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 134057 QR42 RS12165 WP 039180306.1 KEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus !!!!! *! !* ******
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