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NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKRI.GPRTVLKLQKRWPDLNLMFQLSSVD...LEEAGLPSWLAQTIKNFDPDFIKTDLNWLSSSENHHILTW 81
NTDB id 134043 QR42 RS07705 WP 039178503.1 MYNVSERMIFHRLKGLISPSLLTKWWKVDPELYINEETHHFKQDRALQTIDFTRLKQAEENEFPIFQHIVQAY..LKQNIHMIPI 83
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTV...TRDQIKAAALKNEIEQFYPKLPRVLAAY..REQGINTIPI 80
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VLYFLAKGDENLMVTSALYLNSTEKQEGKPRKS ILAGVIVGSTRLNAPTSASVTYGEKNAEQCNVAVKNRAHKFILSTVGKRELICSVKREHKEGVWMSVIVSGLAKLSGIDAGHLMS
AHAKLAEGSCLI EKRAGKGKG

NTDB id 1250 GCO85 RS13065 WP 027219989.1 DSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAHAHLGCLEGGG 165
NTDB id 134043 QR42 RS07705 WP 039178503.1 TSPLYPSTLKNIYDPPPVLFLKGNVSYLNEEKSLGVVGTRLPSSYGEACVKKIVGELVKEEWMIVSGLAKGIDGLAHKECIRKKG 168
NTDB id 114 BSU 16110 NP 389493.1 SSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKAKG 165
consensus *!* !! !! !*!!! *!**!!*** !* *****!!*!*** *! ** ***!* * ***!!!!!! !!!***! ******!

logo

R
KTIAGI

V
L
I
G
A
T
GGI

F
D
Q
C
H
L
IYPKRRENHALKQMLADEQHQYI

M
A
G
T

K
E
N
H
G
H
I
LLLSEFHPLPEKYSTVPKPEIQAKGWHFPLMRNRLI I SAGLTSELRCGI

T
V

L
IVVI EQACGAKI

EKSGSL ITARYMQALEQNGKRDEV
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDV 250
NTDB id 134043 QR42 RS07705 WP 039178503.1 KTIGIIAGGFQHLYPKEHAQMAQYMGEHHLLLSEHPPYVKPEKWHFPMRNRLISALTRGTIVIQCKEKSGSLITAYQALEQGKEV 253
NTDB id 114 BSU 16110 NP 389493.1 RTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREV 250
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 LAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGFETTTIDQIIDRSGYGMEQVT 335
NTDB id 134043 QR42 RS07705 WP 039178503.1 FAVAGSIFDPNSTGPARLIQQGAKLVHSTKDILEEFSFRSVQYTELS...................................... 300
NTDB id 114 BSU 16110 NP 389493.1 FAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF...................................... 297
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SGLAELELKGAVIAVPGGYIRCEYER
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 134043 QR42 RS07705 WP 039178503.1 .......................... 300
NTDB id 114 BSU 16110 NP 389493.1 .......................... 297
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