
logo ME I ER INEHTVKFYI
MSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLE I IVVTKAQLSKDGQ

NTDB id 134036 QR42 RS05570 WP 024425038.1 MEIERINEHTVKFYISYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIVVTKAQLSKDGQ 85
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQLSKDGQ 85
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo KLELP IPEDKKDQEQPTADESEDSLDALLDDFHQKEEQADQVEDHNEQEKDEKEKLQKQLQFVLKRFMDGDFEDLVIASLSKQLNMVNQDGFSKTTSTLYSFENRYYLYVDF
NTDB id 134036 QR42 RS05570 WP 024425038.1 KLELPIPEDKKDQTDEESLDALLDDFHKEEQDQEDHNEKDKKLQLQFVLKMDDFEDLIALSQLNMQDFTTSLYSFENRYYLYVDF 170
NTDB id 84 BSU 11520 NP 389034.1 KLELPIPEDKKQEPASEDLDALLDDFQKEEQAV...NQEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSFENRYYLYVDF 167
consensus !!!!!!!!!!! * ! !!!!!!!!*!!!! ***! *! !!!!!* !!!!*! !! !!** !*!!!!!!!!!!!!!!
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VS IHYRLEKEYGKQL I I ESEGHNALETIKQKQHFASS
NTDB id 134036 QR42 RS05570 WP 024425038.1 HEDLSDEQVENKLSILLEYAHESVVSIYRLKEYGQLIIEGNALETIQQHFS. 221
NTDB id 84 BSU 11520 NP 389034.1 CN.MTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus ***!! !!! !!!!!!!!*!! *!!*!! !!! !!! *!!!!! !! *
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