
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTGGAMNSRPQ
NTDB id 134030 QR42 RS05155 WP 039177648.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLGPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTGGANRQ 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!! !*

logo FLVTSTGI
VQMLLRKLVI EEEHKEQEKFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMELPEDI ERKR I
M
A
S
E
LSGSMTAHSEYRTEGERRVALGSEKLHDLHS IVLYQ

NTDB id 134030 QR42 RS05155 WP 039177648.1 FVTSTGIQMLLRKVIEEEKEKFKVFKKASDKPGFVEQIEKTMAEFKRYCMLPEDIEKISLSSMHSEYTEERRAGEKLHDLHVLYQ 170
NTDB id 120 BSU 10620 NP 388943.2 FLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSEKLHDLSILYQ 170
consensus !*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!!! ** ! *!!! !! !!!!!!**!!!

logo QMEKQHSLALDEQYLVHSEDYLTLLATEQHQIPLASEDE IKGAHIY I
VDGFYQFTPQEQFLLRVI

LEQLLML
VHAEHKITAFASFLTAVDKRPSSYHYDEKREQPHNELDELFRMT

NTDB id 134030 QR42 RS05155 WP 039177648.1 QMEQHLLDEYVHSEDYLTLLTQQIPLSEEIKGAHIYIDGFYQFTPQQLLVIEQLLLHAEKITAAFTVDRSYHDKQPNELDLFRMT 255
NTDB id 120 BSU 10620 NP 388943.2 QMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKPSYEREPHELELFRMT 255
consensus !!! *! ! !*!!!!!!!!! *!!! !*!!!!!!!*!!!!!!!!! !*!!!**!!!*!! ! !** *** !*!!*!!!!!

logo GKTYFYQRLHYQKLAKECLGNALDVI STEYHKEI LESGRNTENRHLTHKTPDELAHYLEARQYEAQRPAVI
QPYAQEKVQTEPAHLTVMSKQASANSKRRAE I

LEGI
VARE IHLAHLVREEKGLY

NTDB id 134030 QR42 RS05155 WP 039177648.1 GKTYFQLYQLAKECGAVISEHILERNNRHLHTPDLAYLERQYEQRPVQPYQEVTPHLTVSKSASKRAEIEGVAREILHLVREEGL 340
NTDB id 120 BSU 10620 NP 388943.2 GKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANRRAELEGIAREIHALVREKGY 340
consensus !!!!* !*! !!!* !* * ! !! *!!*!!*!! !!! !! !! ! **!!! ! *!!!*!!*!!!!**!!!! !

logo RLYKRDI
V
A
S
I
V
L
VARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDVI

LKGNWRYEAVFRCVKTEFLLFPLENELAPKANKAVREQ
NTDB id 134030 QR42 RS05155 WP 039177648.1 RLRDISVVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDVIKGNWRYEAVFRCVKTEFLFPLELAKNKAREQ 425
NTDB id 120 BSU 10620 NP 388943.2 RYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRYEAVFRCVKTELLFPLNEPKAKVREQ 425
consensus ! *!* **!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!!*!!!!!!!!!!!!!!!! !!!! *! ! !!!

logo

A
VDQLENYC IAYGI

VKGDERWTKNGDSRFHQYRRFQVSLDDEDFAGQTDQE I EMENQMLNDTVKRDEWIAVPPLFQLQKRLMKKAKQNTVKQDEKMAVEALVYRVFYLE
NTDB id 134030 QR42 RS05155 WP 039177648.1 ADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFGQTDQEIEMEQMLNDVKEWIAPPLFQLQKRLKKAQNVKDMVEAVYVFLE 510
NTDB id 120 BSU 10620 NP 388943.2 VDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLE 510
consensus !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!!*!!!!!!!!!*!!!! **!! !!!!!!!!!*!!! ! * !!*! *!!

logo E I
T
D
QVPDLKLDEKQAERLQERAEDEADGR I

L
A
I EAMQQHGQQAVWDAVIQLLMDEEFVEML

MGDDEE I
LSFLDPLFQQMI

M
D
E
A
TGALAESLKTFASL IPPASLDQVF IVGNSMDL

NTDB id 134030 QR42 RS05155 WP 039177648.1 EIQVPDKLEKARLEAEEAGRLAEAMQHGQVWDAVIQLMDEFVEMLGDEELSFPLFQQMMDTGLASLKFALIPPSLDQVFIGSMDL 595
NTDB id 120 BSU 10620 NP 388943.2 ETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDL 595
consensus ! !! !!* ! !!* !!* !! !! ! !!!!!!!**!!!!!*!!*!*! *!!!!!** ! !! ! !!!! !!!!!*! !!!



logo SRMYGQTVKSCMTF IV I
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELASESGTGKRERLLDEHQFL IYMQAFLSSPSDHHRLYLVSYPS IVASDAEEGKRSTLL
NTDB id 134030 QR42 RS05155 WP 039177648.1 SRMYQVKCMFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELAETGKERLLDEQFLIYQALSSPSHHLYLSYSVSDEEGRSLL 680
NTDB id 120 BSU 10620 NP 388943.2 SRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLL 680
consensus !!!! ! !**! !!!!*!!!! * !!!*!!!!!!! ! !! !*!!!!!!*!!!! ! !!!!**!!*!!** ! !!**!!

logo PSMTI
L
I
VKRYCLEQELFMPHNHKQEHARLLYTVLNDEPEQLVDSDEEQLKMF

YVAVNEKHSVASLQSFYTAVSQLQRLQWLTNREQYDP I SDGVWWSTVYNVYL IMS
T
E
S
Q
T
D
HRDLQVSKKNI

L
F
LSS

NTDB id 134030 QR42 RS05155 WP 039177648.1 PSTLIKYCQELMPNHQHALYVLDPEQLDDEEQLKFVANEHVSLSYTVSQLQQWLNQYPISGVWWSVYNYLITSTHRDVSKNILSS 765
NTDB id 120 BSU 10620 NP 388943.2 PSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSS 765
consensus !! **! * !! !*! * ! *!!!* !!!!! *! ! *! !*! !!! ! !*!! !!!! !! !** *! !! * !!

logo LFFRTNERAVKQRLEKPRNSVSTKREQLYGDEHR IQGSVSRMEKTFNACAPFSHFASHGLHKLKDERQFFYKLEAPDIGQLFHSASLKHL I SDRTLRVEQKKLDWKRDN
NTDB id 134030 QR42 RS05155 WP 039177648.1 LFFTNRAKRLKPNVTKELYGDHIQGSVSRMEKFNACAFSHFASHGLKLKDRQFYKLEAPDIGQLFHSALKHISDTLVEQKKDWKN 850
NTDB id 120 BSU 10620 NP 388943.2 LFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
consensus !!! ! ! ! * !** !!!**!!!!!!!!! !!!!*!!!!!!!!!*!!*!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!*

logo LTKDEDQCEVLNFYSRYDHAI
VEQRLAPKRLQKE I LLSSNRHAYYI

VKEKLQKI LV I
TRVSGS I LSEHAKRAVSGFSVP I

VGLELGFGGKQGPLPPFLTFQLKNGC
NTDB id 134030 QR42 RS05155 WP 039177648.1 LTKDDCVNYSRHAIEQLAPRLQKEILLSSNRHAYIKEKLQKILIRVSSILSEHARVSGFSPVGLELGFGGQGPLPPFTFQLKNGC 935
NTDB id 120 BSU 10620 NP 388943.2 LTKEQCELFSYDAVERLAPKLQKEILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGC 935
consensus !!!* ! *! *!*! !!!*!!!!!!!!!!!! !*!!!!!!!* !!! !!!!!!* !!! !*!!!!!!!! !!!!! !!!!!!!!

logo TMELVGR IDRVDKAEGSSKGLLLR IVDYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGMVERATPAGI
VLYFHIHDPLMIQASNP I

L

NTDB id 134030 QR42 RS05155 WP 039177648.1 TMELVGRIDRVDKAEGSKGLLLRIVDYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGVEATPAGILYFHIHDPLIQAPI 1020
NTDB id 120 BSU 10620 NP 388943.2 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNL 1020
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!* !!!!!*!!!!!!!!*!! **

logo PLAGELDE I EQE I FKKFKMKGLLLEGDQVEAVVKRLMDQTTLEQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDHI

LLTKQHVRRTFEQEAGEQR ITDN
NTDB id 134030 QR42 RS05155 WP 039177648.1 PLAEDEIEQEIFKKFKMKGLLLEDVEAVKLMDQTLESGRSQVIQAGLKKDGSFRSDSAVLSEDHFHILTQHVRRTFEEAGERITN 1105
NTDB id 120 BSU 10620 NP 388943.2 PLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITD 1105
consensus !!* !!!!!!!!!!!!!!!!!! ! ! !*!!! !! !!!**!*!!!!!!!! !!!!! * ! *!**!! !!!!!! !!!! !!

logo GERVAS I ENPYKLMKDNKQTPCRTFYCASFKS IVCQFDELSLVEDENEFYRPVLKSASEKDDKTVI
V
I
L
D
E
R
WIKKEAGDGQNYAEHNSTKTE

NTDB id 134030 QR42 RS05155 WP 039177648.1 GEVAINPYKLKDQTPCRFCSFKSICQFDELVEDNEFRVLSSEKDDVVIDRIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 GRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! ! ! !!!*! !!! *! !!!*!!!!! *!*!!*!*! !!! *** !!!!*! *****



X non conserved

X similar

X ≥ 50% conserved


