
logo MPFYITKI SATQKKNNTERFVNI FLDDEKYAFSVDALDVLVKQFHDELKKGKELDDEALDI I E IQFYGDESVKKGFNQQRALVDFYLSYRMRSTVKEVETDHYLKT
NTDB id 134025 QR42 RS04095 WP 024425808.1 MPYITKISAQKNNTERVNIFLDEKYAFSVDLDVLVQHDLKKGKELDEADIIEIQFGDSVKKGFQQAVDYLSYRMRSVKEVTDYLT 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
consensus !!*!!!!! !! !!!! !!!!!*!!!!!!! !!!! **!!!!!!!!* !!!!!!*!! !!!!!* !*!*!!!!!!! !!! !*!

logo KKE I
T
P
S
A
PPAVIASE I

V IHKRLKNDHYKYLVNDLQEFAAEAYVSTHKRKTNGSKGPDSVLFKKRELKRALKGIDDDTI EKEQALSQSFYPSDFDEDLQLTEREAVKHQVELKLLVK
NTDB id 134025 QR42 RS04095 WP 024425808.1 KKEIPAPAISEIIHKLKHYKYVNDLEFAEAYVSTHRKTNSKGPSVLKKELKLKGIDDDTIEQALSQYPDDLQLEEAVKQVLKLVK 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
consensus !!! **! ! !*!!*! *!!!*!! !!! !!!!!!*!!! !!! !! *!!* !!!!!!!! !!! ** * ! !!!!*! !!*!

logo KDEKKNLRSATKE I
L
E
KQRAIKQLQLQRKGFSFDE I

V IDSAKALMDQEQAI EYDYEGNQDEEDEKTEEKEALLRLYHMALEKAFKRKVYGRYDGSFYEKSAKMKVKQFLFRKGFDSLDLTI
NTDB id 134025 QR42 RS04095 WP 024425808.1 KEKNRSAKEIEQRIKLQLQRKGFSFEIIDKALQEAYDGQEEEKEEEALLYMLEKAKRKVGYDGSFEKKMKVKQFLFRKGFDLDTI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
consensus !*! ! !!* !! !!!!!!!!!!**! !* **!* ! !!! * !!! !! !!!!*! !!!!!!!!!!!! !! !

logo

D
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Q
L
VLDQEKEGEY

NTDB id 134025 QR42 RS04095 WP 024425808.1 DHVLDKGE. 263
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
consensus ***! !*

X non conserved

X similar

X ≥ 50% conserved


